baseplate wedge subunit (CDS_0024) 32 34
19 20 21 22 23 |25 26 27 28 29 30 31[33] 35 3637

=
o

MGV-GENOME-0319515 20069:37490(+)

baseplate wedge subunit (CDS_0025) tail protein (CDS_0033)
24 T 26 27 28 29 30 31 32 34

;#

MGV-GENOME-0323219 20667:40164(+)

baseplate wedge subunit (CDS_0024)
23 25 26 27 28 29 3031

MGV-GENOME-0314658 20608:35958(+)

baseplate wedge subunit (CDS_0023) tail protein (CDS_0031)
22 T 24 25 26 27 28 29 30 32 37

!ﬁ

MGV-GENOME-0316156 19919:38497(+)

baseplate wedge subunit (CDS_0024)
23 |25 26 27 28 29 30 31 32 36

uvig_5503849 20644:38666(+)

baseplate wedge subunit (CDS_0023) tail protein (CDS_0031) 36
22 T24 25 26 27 28 29 30 323334 35 [37 38

%ﬁ

MGV-GENOME-0327040 18871:41386(+)

baseplate wedge subunit (CDS_0024) tail protein (CDS_0032) 38
23 T25 26 27 28 29 30 31 33 34 35 36 37 [39 40

%ﬁ

uvig 274072 20282:43836(+)

40
baseplate wedge subunit (CDS_0024) tail protein (CDS_0032) 11
23 |25 26 27 28 29 30 31 33 34 35 36 37 38 39|42 43

%ﬁ

MGV-GENOME-0331726 20516:45048(+)
tail collar fiber protein (CDS_0031)

baseplate wedge subunit (CDS_0023) 33
22 |24 25 26 27 28 29 30 32 [34 35

MGV-GENOME-0322898 19795:40672(+)
tail protein (CDS_0032)

baseplate wedge subunit (CDS_0024) 35
23 |25 26 27 28 29 30 31 3334 [36 37

MGV-GENOME-0323160 20225:41447(+)

tail protein (CDS_0032)
baseplate wedge subunit (CDS_0024) 35
23 25 26 27 28 29 30 31 3334 [36 37

g%

MGV-GENOME-0329279 20615:41740(+)

baseplate wedge subunit (CDS_0024) tail protein (CDS_0032) 36 40
23 |25 26 27 28 29 30 31 33 34  35] 37 38 39 [41 42

i

MGV-GENOME-0332764 20301:45666(+)

baseplate wedge subunit (CDS_0024) 32
23 |25 26 27 28 29 30 313334

MGV-GENOME-0321225 20440:39133(+)

baseplate wedge subunit (CDS_0024) 29
23 |25 26 27 28 ]30 31

MGV-GENOME-0312390 20443:35154(+)

27
22 232425 26 [28 29

MGV-GENOME-0302503 18871:31200(+)

28
23 242526 27 [29 30

uvig 5222 19727:31921(+)

27
23 24 25 26 [28 29

MGV-GENOME-0305131 20061:32251(+)

27
17 22 232425 26 [28 29

MGV-GENOME-0301243 19102:30996(+)

25
2324 [26 27

MGV-GENOME-0303502 20608:31074(+)

RusA-like HoIIidayjuncLi@ resolvase (CDS_0028)
Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_|l (CDS_0027) 37
25 26 | 29 30 3132 33 34 35 36 [38 39

MGV-GENOME-0321872 20615:39149(+)

31
23 24 25 26 27 28 29 30 [32 33

MGV-GENOME-0307844 20301:34340(+)

10000 nt 1

DNA, RNA and nucleotide metabolism tail unknown function Defence
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