ribose-phosphate pyrophosphokinase (CDS_0056)
nicotinamide phosphoribosyl transferas;'(EDS_OOSS)
metallo-phosphoesterase (CDS_0062)
RNA ligase (CDS_0044) tRNA splicing ligase (CDS_0055)

endolysin (CDS_0040) NADsynthe'@’sg(CDS_()OSl) Retr;][ RT_Tot_1(CDS_0063)
34 37 41 46 48 phosphatase (CDS_0052) 59 ThiF family (CDS_0065)
33] 35 36[3839 4243 457 47 749 50 | | | 54 5758] 6061 64 | 66
MGV-GENOME-0354402 35162:60512(+) =
ribose-phosphate pyrophosphokinase (CDS_0052)
nicotinamide phosphoribosyl transferase (CDS_0049)
tRNA splicing ligase (CDS_0051)
endolysin (CDS 0040)  NAD synthetase (CDS_0047)
41 phosphatase (CDS_0048) 55
3839 14243 4445 46 | | | 50 5354] 5657
I —

MGV-GENOME-0352848 35169:58370(+)

ribose-phosphate pyrophosphokinase (CDS_0048)
nicotinamide phosphoribosyl transferas?'(EDS_0045)
NAD synthetase (CDS_0043)
endolysin (CDS_0039) tRNA splicing ligase (CDS_0047)
40  phosphatase (CDS_0044) 51
38 T4142 | T | 46 4950] 5253

uvig 40850 35164:56318(+)

nicotinamide phosphoribosyl transferase (CDS_0044)
phosphatase (CDS_0043)
endolysin (CDS_0039) ribogg—phésphate pyrophosphokinase (CDS_0047)
40 50
38 4142 45 46 4849] 5152

MGV-GENOME-0351566 35164:55376(+)

nicotinamide phosphoribosyl transferase (CDS_0044)
phosphatase (CDS_0043)
endolysin (CDS_0039)  tRNA splicing ligase (CDS_0046)
40 47 49
38 | T4a142 45 | Tag[ 5051

MGV-GENOME-4431720 35163:54018(+)

ribose-phosphate pyrophosphokinase (CDS_0044)
nicotinamide phosphoribosyl transferas?’(EDS_OO41)
tRNA splicing ligase (CDS_0043)
NAD synthetase (CDS_0039)

phosphatase (CDS_0040)
32 37 38 | [ | 4

47
4546] 4849

MGV-GENOME-0349071 32915:53132(+)

nicotinamide phosphoribosyl transferase (CDS_0059)
ATP-dependent DNA ligase (CDS_0056)
HNH endonuclease (CDS_0049)
NAD synthetase (CDS_0057)
RNA ligase (CDS_0050) J, “ribose-phosphate pyrophosphokinase (CDS_0062)
endolysin (CDS_0039) 47 lipoprotein (CDS_0053) | tRNA splicing ligase (CDS_0061)
40 44 44 52 | 54 phosphatase (CDS_0058) 65
38 T4142 437457 48 si] [ 55 | | T | 60 6364] 6667 69

uvig_193866 34746:63397(+)

ribose-phosphate pyrophosphokinase (CDS_0061)
nicotinamide phosphoribosyl transferas;'(EDS_OOSS)
RNA ligase (CDS_0049) tRNA splicing ligase (CDS_0060)
endolysin (CDS_0039) 46 NAD synthetase (CDS_0056)
40 47 51 53 phosphatase (CDS_0057) 64
38 4142 4344 45|48 50[ 5254 55 | | | 59 6263 6566

MGV-GENOME-0356449 35162:62645(+)

ribose-phosphate pyrophosphokinase (CDS_0064)
nicotinamide phosphoribosyl transferas?(fDS_OOél)
NAD synthetase (cDS_b059)
endolysin (CDS_0040) 46 RNA ligase (CDS_0052) tRNAsinciningase( DS_0063)
41 44 Ta7 54 56 phosphatase (CDS_0060) 67
3839 14243  ]45 | 48495051 53] 5557 58 | | | 62 6566] 6869

MGV-GENOME-0358890 35162:64640(+)

ribose-phosphate pyrophosphokinase (CDS_0064)
nicotinamide phosphoribosyl transferase (CDS_0061)
NAD synthetase (CDS_0059)
endolysin (CDS_0040) 45 RNA ligase (CDS_0052) tRNAsinciningase( DS_0063)
41 46 49 54 56 phosphatase (CDS_0060) 66
3839 14243 44| | 47 485051 53] 5557 58 | T | 62 65] 6768

MGV-GENOME-0360799 35180:63994(+)

nicotinamide phosphoribosyl transferase (CDS_0061)
ATP-dependent DNA ligase (CDS_0058)
HNH endonuclease (CDS_0051)
amidase (CDS_0041) NAD synthetase (CDS_0059)
endolysin (CD5_0040) RNA ligase (CDS_0052) 4 “ribose-phosphate pyrophosphokinase (CDS_0064)
5)

45 49 lipoprotein (CDS_00. ‘ tRNA sblicing ligase (CDS_0063)
43 |46 48] 54 | 56 phosphatase (CDS_0060) 67

3839 | [4744|T477] 50
uvig 201984 35183:62746(+)

s3] | sz | | T | 62 6566] 6869

anaerobic ribonucleoside reductase large subunit (CDS_0050) ribose-phosphate pyrophosphokinase (CDS_0065)
nicotinamide phosphoribosyl transferase (CDS_0062)
integrase (CDS_0044) tRNA splicing ligase (CDS_0064)
endolysin (CDS_0040) NAD synthetase (CDS_0060)

48
41 47 57 phosphatase (CDS_0061)
3839 4243 45 46|49 51 525354 55 56 [58 59 | [ | 63

68
6667] 6970

MGV-GENOME-0360501 35191:68311(+)

ribose-phosphate pyrophosphokinase (CDS_0044)

endolysin (CDS_0040) 47
3839 4142 43 4546] 4849 50

MGV-GENOME-0351730 35162:52132(+)

endolysin (CDS_0040)
41 integrase (CDS_0044)
3839 4243 | Rst_RT-Tm_RT (CDS_0045)

MGV-GENOME-0349170 35164:53421(+)

endolysin (CDS_0039)
40
38 T41 42 integrase (CDS_0043)

MGV-GENOME-0353628 35170:48909(+)

excisionase (CDS_0047)
excisionase (CDS_0046)
endonuclease (CDS_0044) transcriptional repressor (CDS_0054)
endolysin (CDS_0040) ‘ DNA polymerase (CDS_0053)
41 integrase (CDS_0045) 51
3839 4243 | | 48 49 50 [52 ‘ 55

uvig 132155 35183:57366(+)

excisionase (CDS_0047)
endolysin (CDS_0040) excisionase (CDS_0046)
41 integrase (CDS 0045) 51
3839 4243 44 | |48 49507 52

MGV-GENOME-0352299 35183:54911(+)

anti-CRISPR-Cas (AcrllA21) (CDS_0001)
ﬁ;rB—like partition protein (CDS_0002)
3 4 5

PEIED)——@—@-<a@d@d@
MGV-GENOME-0350552 1:9949(+)
——10000nt ——mMmMMm™™™™
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