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CDS_0047
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TemPhD_cluster_57362 40841:1164(+)
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CDS.0047 |  CDS_0049 CDS 0050
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—
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CDS 0047 CDS 0049
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TemPhD_cluster_58169 40708:1164(+)

CDS_0049
CDS.0048 | CDS_0050
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—
IMGVR_UViG_3300045988_132202|3300045988|Ga0495776_095269 39214:50963(+)

CDS_0048 CDS_0050

“[cDs 0049
D —
TemPhD_cluster_46743 39834:1164(+)

CDS_0048
'CDS_0049 CDS_0051

| CDs.0050

i

MGV-GENOME-0318486 40873:52649(+)

CDS_0048
DS 0049 CDS 0051
| cbs_oo50
ao—&ess P e e EE—
TemPhD_cluster 57866 41572:1164(+)
CDS_0048
| cps_ 0049
e e
TemPhD_cluster 58161 41050:1164(+)
CDS_0054

CDs_0055
CDS_0053 | CDS.0056

TemPhD_cluster_34740 38447:1164(+)
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—
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