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ABC transporter (VF0818) (CDS_0024)
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IMGVR_UViG_3300007966_000181|3300007966|Ga0105959_100085|13540-71975 16197:35237(+)
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IMGVR_UViG_3300008136_000405|3300008136|Ga0113979_100063|3458-59300 16197:32644(+)
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IMGVR_UViG_3300006254 000191|3300006254|Ga0099365_1000005|11000-68698 16197:33617(+)
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IMGVR_UViG_7000000042_000179|7000000042|SRS023835_Baylor_scaffold_25019(225-58280 16197:34857(+)
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IMGVR_UViG_3300008273_000217|3300008273|Ga0114250_100014|30063-88178 16197:34917(+)
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IMGVR_UViG_3300006678_00024T|3300006678\GaO 100058_100007|213086-268809 16197:32525(+)
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IMGVR_UViG_3300007125_000359|3300007125|Ga0102700_1000222 16197:33920(+)
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AbiD_AbiD (CDS_0026)
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IMGVR,UViG_SSOOOOS138,000306ISSOOOOS138_\C3a0114843_100045| 5568-63683 16197:34917(+)
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IMGVR_UViG_7000000604_000210|7000000604|SRS019894_ WUGC _scaffold_21767 16179:31426(+)
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SRS019348_a1_ct6437_vs1 16197:35588(+)
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IMGVR_UViG_7000000073_000190|7000000073|SRS021496_Baylor_scaffold_77055 16197:35864(+)
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ABC transporter (VF0818) (CDS_0024) AbiD__AbiD (CDS_0044)
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ABC transporter (CDS_0026
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IMGVR_UViG_7000000127_000260|7000000127|SRS023926_Baylor_scaffold_11644 16197:48915(+)
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FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0032)
Trehalose-recycmEABC transporter (VF0842) (CDS_0034) RM__Type_|l_MTases__Type_|_MTases_FAM_0 (CDS_0045)
" DNA polymerase exonuclease subunit (CDS_0038)
phosphoribosyl transferase (CDS_0030) dCTP deaminase (CDS_0040)
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ABC transporter(CDS_TOZé) 41 43 52
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IMGVR_UViG_3300007107_000268|3300007107|Ga0102632_1000048 16197:49716(+)

FbpABC (VF0272) (CDS_0028)
ABC transporter (CDS_0026)
ABC transporter (VF0818) (CDS_0024) 25 | 27 | 29 3031323334
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IMGVR_UViG_3300006477_000194|3300006477|Ga0100232_100016[49073-119250 16197:31598(+)
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