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FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0032)

33

Trehalose-recycling ABC transporter (VF0842) (CDS_0034)

35 36 37 38 39

dCTP deaminase (CDS_0040)

41 42
43

AbiD__AbiD (CDS_0044)

45

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0046)

47

IMGVR_UViG_3300007107_000268|3300007107|Ga0102632_1000048 16197:49716(+)
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