transcriptional repressor (CDS_0033)
translational regulator (CDS_0028)

tail fiber assembly protein (CDS_0026) DNA transposition protein (CDS_0035)
tail fiber protein (CDS_0025) Mig-5 (VF0396) (CDS_0031)
21 22 23 24 | 27 29 30 32 | 34 36

IMGVR_UViG_2871792248_000006|2871792248|2871792248| 1598074-1632837 16039:28413(+)

translational regulator (CDS_0029)
tail fiber assembly protein (CDS_0027)
26 28 | 30 31

IMGVR_UViG_2657245488_000005|2657245488| 2657305815|20278E:236408 16043:27270(+)

translational regulator (CDS_0028)
tail fiber assembly protein (CDS_0026)
‘ DNA helicase (CDS_0032)
27 29 3031 33

i#

IMGVR_UViG_2850714052_000002|2850714052|2850714052|997650-1033330 16042:?9330(+)

translational reguflator (CDS_0029)
CDS_0028
tail fiber assembly protein (CDS_0027) \ CDS_0030

IMGVR_UViG_2639762868_000001|2639762868|2639804411| 173-3052 15990:26702(+)

translational regulator (CDS_0028)
PrrA/B (VF0823) (CDS_0032) transcriptional regulator (CDS_0037)
tail fiber assembly protein (CDS_0026) 27 29 30 31 33 38 40

!#

IMGVR_UViG_2888371611_000001|2888371611/2888371611|172085-208130 16268:308?)4(4-)

tail fiber assembly protein (CDS_0026) CDS_0028
CDs_0077

Si
Ny

IMGVR_UViG_2937930801_OOOOO7|2937930801\29379-30868 15989:25556(+)

tail fiber assembly protein (CDS_0026)
CDS_0027

i+

IMGVR_UViG_2876755009_000003|2876755009| 2876755068|206H*53950 15988:26959(+)
tail fiber assembly protein (CDS_0026)

|MG\/R_U\/i6_2876743585_000013|2876743585\3876743661|2-31242 15989:24890(+)

tail fiber assembly protein (CDS_0026) CDS_0028
€Ds_0027]  CDS_0029

IMGVR_UViG_2871800852_000006|2871800852|2871800863 1?989:26566(+)

CDS_ 0027  CDS_0029
tail fiber assembly protein (CDS_0026) _EDS_002§

IMGVR_UViG_2922196454 000005|2922196454|2922196504 15-989:26664(+)

tail fiber assembly protein (CDS_0026)

\MGVR_UViG_2924808724_000007|292480§724\2924808830 15989:24824(+)

tail fiber protein (CDS_0025)
tail protein (CDS_0020) CDS_0026

i#

IMGVR _UViG_2871805120_000002|2871805120]| 2-87 1805188 14991:24014(+)
tail fiber protein (CDS_0025)

IMGVR_UViG_2648501221_000004|2648 501227\ 2648513554|1-30040 14992:23689(+)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0038)
translational regulator (CDS_0028) 36
tail fiber assembly protein (CDS_0026) 27 T 29 30 31 32 33 34 QST 37 39

E#

IMGVR_UViIG_2903678426_000005|2903678426|2903678439|57488-99280 15990:35442(+)

translational regulator (CDS_0028) 36
tail fiber assembly protein (CDS_0026) 27 T 29 30 31 32 88 34 QST 37 NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0038)

IMGVR_UViG_2874568730_000006|2874568730|2874568831|1-41789 15989:35438(+)

translational regulator (CDS_0028) 36
tail fiber assembly protein (CDS_0026) 27 T 29 30 31 32 33 34 QST 37 NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0038)

IMGVR_UViG_2874566749_000005|2874566749|2874566814|48054-88994 15990:35131(+)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0038)
translational regulator (CDS_0028) 36
tail fiber assembly protein (CDS_0026) 27 | 29 30 31 32 33 34 35] 37 39 40 41

g#

IMGVR_UViG_2871807094_000004|2871807094/2871807173 15990:38006(+)

translational regulator (CDS_0028) NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0037)
tail fiber assembly protein (CDS_0026) 35
27 | 29 30 31 32 33 34| 36 38

iﬁ

IMGVR_UViG_2627854265_000002|2627854265|2627929366|1043137-1083904 15988:34418(+)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0038)
translational regulator (CDS_0029) 36
tail fiber assembly protein (CDS_0027) 28 [ 30 31 32 88 34 35] 37 anaerobic ribonucleoside reductase large subunit (CDS_0039)

§#

IMGVR_UVIG_2876756948_000009|2876756948|2876757088|13631-53545 15987:34104(+)

translational regulator (CDS_0032) 40
tail fiber assembly protein (CDS_0030) 31 T 33 34 35 36 37 3839T 4142 4344 49

IMGVR_UViG_2859227759_000006|285922775912859227759(1709842-1748207 15980:32018(+)

exonuclease recombination-associated (CDS_0033)
Druantia_ll__DruM (CDS_0030)

32
31

exonuclease (CDS_0036)

34 35 37 38

tail fiber protein (CDS_0026) 27

28 29

N
j

IMGVR_UViG_2639762970_000003|2639762970|2639816188|3-38020 14993:31667(+)

8000 nt 1
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