holin (CDS_0017)
tail length tape measure protein (CDS_0012) tail fiber protein (CDS_0015) 19 32 34
11 | 13 14 16]18] 20 21 22 23 242526 2728 29 30 31]33] 35
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uvig 321889 9328:44234(+)

holin (CDS_0018)
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IMGVR_UViG_330002972O_OOO418|3300029720\Ga0245229_1000017|240824T308 166 9331:30816(+)

holin (CDS_0018)
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17 |19] 21 nucleotidyltransferase (CDS_0022)

;

IMGVR_UViG_3300045988_116854|3300045988|Ga0495776_186330 93 14:29721(+)
holin (CDS_0017)
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16 |18] 202122

;

SAMEA2737748_b1_ct131_vs2 8743:30233(+)

amidase (CDS_0019)
18 22 spore protease (CDS_0029)
17| 2021 23 24 25 26 27 28 30 31 32 33 34 3536

4‘
=

uvig 51868 9314:43297(+)

amidase (CDS_0019)
18 22
17] | 202
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IMGVR_UViG_3300045988_088771|3300045988|Ga0495776_149774 9314:29167(+)
endolysin (CDS_0011) CDS_0016

IMGVR_UViG_3300045988_084608|3300045988|Ga0495776_169183 8251:25412(+)

CDS_0009
T cbs_ 0010 CDS_0014

—
MGV-GENOME-0339554 7271:20409(+)

ParA-like partition protein (CDS_0001)
ParB-like partition protein (CDS_0002)
MntABC (VF0455) (CDS_0013)
3 45 6 7891 11 12 14 15 16 1718 19
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[

uvig_235118 1:19261(+)
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