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MGV-GENOME-0188757 23084:26045(+)
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Arc-like repressor (CDS_0022)
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MGV-GENOME-0180876 17926:22967(+)
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transcriptional regulator (CDS_0035)
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MGV-GENOME-0204914 22639:28806(+)

DNA methyltransferase (CDS_0033)
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MGV-GENOME-0205592 23438:28981(+)
33 34 35 36 37 38

MGV-GENOME-0208921 23439:29553(+)
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MGV-GENOME-0206002 23440:29056(+)

DNA methyltransferase (CDS_0036)

DNA polymerase (CDS_0034) DNA primase (CDS_0035)
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MGV-GENOME-0224441 23402:32300(+)
single strand DNA binding protein (CDS_0034)

DNA methyltransferase (CDS_0037)
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DNA polymerase (CDS_0035) DNA primase (CDS_0036)
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MGV-GENOME-0252397 23489:33151(+)

MGV-GENOME-0218746 23439:31341(+)

3000 nt 1

DNA, RNA and nucleotide metabolism lysis other transcription regulation unknown function
—
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