transcriptional repressor (CDS_0033) CDS_0036

CDS_0034 CDS_0037
CDS_0029 CDS_0030 CDS_0031 CDS_0032 CDS_0035 CDS_0038
IMGVR_UViG_2663763536_000009|2663763536|2663869239|42539-75699 25923:31990(+)
CDS_0031 CDS_0036 CDS_0038

IMGVR_UViG_2706794642_000005|2706794642|2706817756|17113-49104 25850:31990(+)

CDS_0031 CDS_0033 CDS_0036
IMGVR_UViG_2700989360_000003|2700989360/2701040057|92275-124316 25960:30428(+)

CDS_0033 CDS_0035
IMGVR_UViG_642555171_000004|642555171]|642555141[3973776-4005532 26981:31443(+)

CDS_0037
CDS_0038

¢ — DEDED{{

IMGVR_UViG_2657245038_000004|2657245038|2657260017|42363-74634 28821:32148(+)

CDS_0035
CDS_0036
¢ H A I e

IMGVR_UVIG_2706794634_000001|2706794634(2706817183|3-29191 25746:29064(+)

CDS_0040
CDS_0041
¢ H A ) I, S B l

IMGVR_UViG_2724679370_000002|2724679370|2724727904|617675-648511 27396:30806(+)

CDS 0037
PD-T4-2_PD-T4-2_B (CDS_0030)Menshen_NsnA (CDS_0031) CDs 0038
( K { K H_A —1 al e

IMGVR_UVIG_2724679352_000003|2724679352|2724726871|174202-206946 26524:32620(+)
CDS_0038 CDS_0039

¢ HA OO0

IMGVR_UVIG_2724679351_000002|2724679351|2724726826|623590-657386 30152:33795(+)

CDS_0037 phosphoadenosine phosphosulfate reductase (CDS_0039)
CDS_0032 CDS_0038

¢ H A 0, N, S B B

IMGVR_UVIG_2724679357_000004|2724679357|2724727136|64992-95578 26496:30585(+)

baseplate protein (CDS_0026) CDS_0027 CDS_0028 CDS_0029 CDS_0034

[ — O | K H A A

IMGVR_UViG_3300048922_000430|3300048922|Ga0496119_0000008(85282-115283 21091:29656(+)
k 3000 nt i
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