CDS_0072 head morphogenesis (CDS_0005)
CDS_0070 CDS_0073 CDS_0002 CDS_0007
CDS_0069|CDS_0071 CDS 0074 CDS0001 | endolysin(CDS_0003) CDS_0004 CDS_0006| CDS_0008major head protein (CDS_0009)

|
|

uvig 101167 46149:8132(+)

CDS_0002
"] endolysin (CDS_0003)

MGV-GENOME-0308716 46149:8132(+)

CDS_0002
| endolysin (CDS_0003)

uvig_89466 1:8132(+)

holin (CDS_0002)
CDS_0067 CDS_0070 CDS_0073 CDS_0001 | endolysin (CDS_0003)

MGV-GENOME-0307125 44911:7654(+)

holin (CQS_OOOZ) endolysin (CDS_0004) CDS_0007
CDS_0071 endolysin (CDS_0003] head morphogenesis (CDS_OOOJADP-ribosylglycohydrolase (CDS_0008)
I . | >D —
uvig_380512 48038:9994(+)
endolysin (CDS_0002)
I, Oy S o U, W W E— Wb WY, S N R—
TemPhD_cluster_ 47001 47585:9271(+)
ADP-ribosylglycohydrolase (CDS_0008)
holin (CDS_0002) C3 toxin (VF0387) (CDS_0006)
Tendolysin (CDS_0003) head morphogenesis (CDS_0005) CDS_0007 \ CDS_0013

uvig_339000 48779:11013(+)

holin (CDS_0002)
| endolysin (CDS_0003) CDS_0006 CDS_0007

| MGVR_UViG_3300029852_000012|3300029852\Ga0245291_1004547298:8892&)
holin (CDS_0002) endolysin (CDS_0003)

AL A

—
MGV-GENOME-0309472 1:9949(+)

holin (CDS_0002)
T endolysin (CDS_0003) head morphogenesis (CDS_0005) CDS_0006

MGV-GENOME 0279442 1:8244(+)

5000 nt 1

head and packaging lysis other tail unknown function Virulence
I — I



