BstA__BstA (CDS_0012)

Rz-like spanin (CDS_0006) DNA polymerase (CDS_0016)
holin (CDS_0004) MADS_mad1 (CDS_0010) CDS_0015
CDS_0005 CDS_0009 CDS_0014
CDS.0001  CDS_0002 CDS 0003 | | | CDS_0007 CDS_0008 | |CDS_0011 DS_0013
| ) X DD 1 EC AKX
SAMEA2580055_al_ct5704 vs1 1:15527(+)

CDS_0008

5 I I G ¢ || —

uvig_107360 5509:1340-0(+)

Lamassu-Fam__LmuA _effector_Mrr (CDS_0009)
Lamassu—Fam_‘Lmug_iacc_Mrr (CDS_0010)
Lamassu-Fam__LmuB_SMC_Mrr (CDS_0011)

2 O-antigen acetylase (CDS_0003) 8 | \ 12 18
) X 0D I o a
IMGVR_UVIG_2648501745_000001|2648501745|2648562944(61286-106768 1:23522(+)
CDS_0008
O-acetyltransferase (CDS_0003) CDS_0010 CDS_0015
CDS_0002 CD5.0004  CDS_0009| CDS_0011 [ cps_0017
IMGVR_UVIG_3300045988_120018|3300045988|Ga0495776_111158 1:14566(+) =
CDS_0008
CDS_0002 CDS_0007 | CDS_0009 CDS_0015

IMGVR_UViG_2872102953 000001|2872102953|2872102953|1835342-1877032 1:13861(+) =

virion structural protein (CDS_0003) CDS_0007
CDS.0002 | T cDs_0009

I 5 S R G— (0 04

uvig 395103 1:7477(+)
CDS_0001

O

Wig 577628 1:4592(+)

GtrC-like O-antigen conversion translocase (CDS_0003)
LPS (VF0124) (CDS_0004)
CDS_0002 | | cDs_0005

) S I B (A

SAMNO1773384_al1_ct9876_vs1 1:10946(+)

GtrA-like O-antigen conversion (CDS_0005)
LPS (VF0124) (CDS_0004)
3 | 9 10 11 12 13 14

[ ! Jat . (HED—-@ECCTTEHDO DK KKK

uvig 394551 1:17788(+)

CDS_0009 CDS_0010

[ ! X . (HDOD— XK &K

IMGVR_UViG_2872092312_000004|2872092312|2872092312|3685932-3724509 1:14129(+)

CDsS_0006 CDS_0009

[ i X C__HED [ XK 3K

IMGVR_UVIG_2576861634_000002|2576861634[2576905350(2269125-2307558 1:13700(+)

12
3 91011 1314 15

[ 4 X C__ KHED—MEOH XK (0

IMGVR_UViG_3300014598_000009|3300014598|Ga0121374_100082|37490-77311 1:15914(+)

GtrC-like O-antigen conversion translocase (CDS_0003)
CDS_0009 CDS_0011
"] €cDs.0010 | CDS_0012 CDS_0018

e HED—@—C—@ KK (a3

IMGVR_UViG_3300029160_000047|3300029160/Ga0120251_10070|16309-57071 3-954:16537(+)

CDS_0010
CDS_0009 | CDS 0011

e HED—E&—d X (&K

IMGVR_UViG_3300011655_000021|3300011655|Ga0122293_100005[37514-77210 3954:15470(+)

CDS_0009

O HED-H{HEDEETTTIEW

— =
IMGVR_UViG_2576861515_000001|2576861515|2576892066 3954:12144(+)
k 9000 nt i
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