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transposase (CDS_0039)

& K —ACKE—D— DD P
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CDS_0063
CDS_0066 | CDS_0062
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CDS_0038
| cDs_0039
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IMGVR _UViG_2571042801_000001|2571042801|2571149897[162416-214009 29959:39702(+)
CDS_0043 CDS_0044 ParB-like partition protein (CDS_0048)
TemPhD_cluster_57466 32648:43736(+)
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