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uvig_576055 11118:26221(+)

CDS_0024 RT_III-AM_III-B_2 (CDS_0025)

SAMN06164998_a1_ct83614_vs1 10946:27259(+)

CDS_0026 Reverse transcriptase (CDS_0027)

MGV-GENOME-0231083 10894:28244(+)

CDS_0025
CDS_0026

CDS_0031
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DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other tail unknown function Defence


