44

Gabija_GajB_2 (CDS_0035) 40 35
24 2526 272829 30 31 32 33 34 AbiD_AbiD (CDS_0036) 37 3839 41 42 43|] 46

uvig_336689 20246:37993(+)

Abi-like protein (CDS_0063)

65
2 1 Te4 62 61

i%

uvig 495857 1:7697(-),40355:47002(-)

AbiD_AbiD (CDS_0032) CDS_0034
CDS_0029 CDS.0033 |  CDS.0038

IMGVR_UViG_3300014791_000003|3300014791|Ga0134447_1000188 20956:31324(+)
CDS_0028 CDS_0033CDS_0034

i

uvig 89911 20724:29130(+)
CDS_0030

i

uvig_369218 21361:28686(+)
CDS_0032

i

IMGVR_UViG_3300045988_043443|3300045988|Ga0495776_127994 20551:27369(+)
CDS_0032 CDS_0033

uvig_448883 20512:29616(+)
CDS_0027 CDS_0033 CDS_0034

i

uvig 104766 20875:29761(+)
CDS_0032

i

IMGVR _UViG_3300029447_000015|3300029447|Ga0243899 1000802 20512:27216(+)
CDS_0032

i

IMGVR_UViG_3300029377_000017|3300029377|Ga0243903_1000771 20512:27206(+)
CDS_0032

i

IMGVR_UViG_3300029380_000013|3300029380|Ga0243900_1000741 20512:27186(+)
CDS_0032

i

MGV-GENOME-0289479 24525:31383(+)
CDS.0029 CDS_0034 CDS_0035

i

uvig 489621 21567:28617(+)
CDS_0031

i

IMGVR_UViG_3300029535_000012|3300029535|Ga0244855_100325 20875:26960(+)
CDsS_0031

i

IMGVR_UViG_3300045988_041795|3300045988|Ga0495776_043925 20628:27078(+)
33 34 35 36 37 38

uvig 350506 20776:34581(+)
CDsS_0033 CDS_0034

uvig 20231 20969:31280(+)

CDS_0031CDS_0034

E

IMGVR_UViG_3300029316_000011|3300029316|Ga0242768_100749 20093:27462(+)
CDS_0028

!

IMGVR _UViG_3300045988 065336|3300045988|Ga0495776_110846 21255:27919(+)
CDS.0033

IMGVR_UViG_3300045988_041690|3300045988|Ga0495776_025494 22844:27772(+)
CDS_0033 CDS_0034

uvig 358682 24972:31287(+)

HNH endonuclease (CDS_0027)
CDS_0032 CDS_0034CDS_0035

|

uvig 226775 21692:29312(+)

endolysin (CDS_0023)
CDS_0027 CDS_0031 CDS_0032

iﬁ

uvig_349742 20363:28447(+)
CDS_0030

i

—
MGV-GENOME-0280476 19890:26621(+)
CDS_0031

i

IMGVR UViG 3300045988 064851|3300045988|Ga0495776 007549 19949:26777(+)
CDS_0031

i

uvig 42856 20235:26860(+)
CDS_0031

i

IMGVR_UViG_3300045988_077746|3300045988|Ga0495776_046434 20235:26458(+)

Reverse transcriptase (CDS_0025)
CDS_0031 CDS_0032

%

—
uvig_400755 19655:27663(+)
CDS_0033 CDS_0034 CDS_0035 CDS_0036

uvig 352786 21659:32487(+)

CDS_0033

i

MGV-GENOME-0273050 21659:27066(+)
CDS_0033

i

uvig 483515 20853:28677(+)

CDS_0031 CDS_0036

i

MGV-GENOME-0273593 20757:28207(+)

CDS_0034
CDS_0032

i

MGV-GENOME-0265839 21367:26433(+)
CDS_0029

i

—
MGV-GENOME-0283332 20699:28734(+)
CDS_0030

i

IMGVR_UViG_3300029390_000012|3300029390|Ga0243991_1000555 19728:27438(+)
CDS_0029 CDS_0035

i

IMGVR_UViG_3300045988_087178|3300045988|Ga0495776_162884 19727:27670(+)

CDS_0029

i

IMGVR_UViG_3300045988_046390|3300045988|Ga0495776_110999 20866:28532(+)

CDS_0029
CDS_0028 | CDS_0030 CDS_0033

i

MGV-GENOME-0268991 21104:27378(+)
CDsS_0032

i

MGV-GENOME-0270673 21105:28114(+)
CDS_0031 CDS_0032

%

IMGVR_UViG_3300045988_054683|3300045988|Ga0495776_109865 20819:27360(+)
31 32 33 34 35 36 37 38 39 40 41

uvig_560059 20629:41269(+)
27 30 31 32 33 34 35 36 37 38

uvig 281167 20362:36010(+)

CDS_0031
| cDs_0035 CDS_0036

i

uvig_6006 20637:27561(+)

single strand DNA binding protein (CDS_0039)
GTP-binding domain (CDS_0036)
ShosTA_ ShosT (CDS_0037
32 34 35 | 38 | 40 4142 43 44 45 46

uvig 467054 21724:38605(+)

CDS_0026
CDS_0029
CDS_0027 CDS_0031 CDS.0033

i

IMGVR_UViG_3300045988_043514[3300045988|Ga0495776_001428 20807:27650(+)
CDS.0033

i

IMGVR_UViG_3300045988_038357|3300045988|Ga0495776_001465 20807:27602(+)
CDS_0033 CDS_0035CDS_0038

i

MGV-GENOME-0280942 20886:27836(+)

CDS_0030
'] CDS_0031

MGV-GENOME-0266575 19760:26735(+)
CDS_0033 CDS_0035

CDS_0030 cD$ 0034

uvig_332459 21710:27949(+)
CDS_0033 CDS_0034

?

MGV-GENOME-0272720 21710:27951(+)

CDsS_0035
CDS_0033 CDS.0034 | CDS 0036

SAMNO0715245_al ct27935_vs1 20722:31475(+)
CDS_0033 CDS_0034 CDS_0035

uvig_385532 20749:30893(+)
CDS_0035 CDS_0036 CDS_0037

SAMN11252255 a1 ct180271 vs1 21721:31649(+)

CDS_0032
CDS.0027 T cDs.0033

uvig_474048 20866:28428(+)

uvig 129322 20867:36015(+)

CDS_0033
CDS 0032

Lo -CD-add_ @

IMGVR_UViG_3300030387_000019|3300030387|Ga0168759_100458 20867:27674(+)
CDS_0031

IMGVR_UViG_3300045988_043153|3300045988|Ga0495776_026316 20433:26112(+)
CDS.0031

i

uvig_325858 20433:26044(+)

CDS_0034
CDS_0032

CDS_0033

IMGVR_UViG_3300029459_000154|3300029459|Ga0244094_100187|32717-72593 20208:28097(+)

CDS_0031  CDS_0035 transcriptional repressor (CDS_0036)

i

IMGVR_UViG_3300045988_060236|3300045988| 630495776_147_898 21329:28942(+)

CDS_0034
CDS_ 0028 CDS 0033 | CDS_0035

i

SAMNO0792017_al ct21122 vs1 21759:30307(+)
CDS_0033

E

IMGVR_UViG_3300045988_038639|3300045988|Ga0495776_026427 21786:28383(+)

abortive infection resistance protein (CDS_0035)
33 34 36 37

uvig_321700 21786:33519(+)
CDS_0034 CDS_0035

uvig_348861 21761:31240(+)
transposase (CDS_0033) 34 35 36 37 38

uvig 245452 20754:34796(+)
€DS_0031 €DS_0034

i

uvig 422442 21714:29382(+)
CDS_0030 CDS_0033

i

uvig 493067 23500:30202(+)
CDS_0035

!

uvig_247259 22885:29091(+)
CDS_0034

!

IMGVR?UVinSSOOO459887106388|3300045988\_Ga0495 776_146855 22732:28554(+)

CDS_0032

!

MGV-GENOME-0290454 23486:29634(+)
CDS_0033

!

IMGVR_UViG_3300045988_046259|3300045988|Ga0495776_007111 22555:28760(+)
CDS_0034

!

uvig 322271 22640:28040(+)
CDS_0036 CDS_0038

MGV-GENOME-0282955 25125:30399(+)
CDS_0037

i

IMGVR_UViG_3300029250_000014|3300029250|Ga0167474_1000614 22739:29156(+)

CDS_0040
CDS_0042
CDS_0034 CDS_0035 CDS_0041 CDS_0043

!

MGV-GENOME-0280551 22791:30533(+)
CDS_0034 CDS_0040

!

IMGVR_UViG_3300045988_046197|3300045988|Ga0495776_009870 22312:29939(+)
CDS_0035

IMGVR_UViG_3300014563_000170|3300014563|Ga0134418_1000107(8078-47841 23339:28107(+)

34 37
33 36]38 39 40 41 42 43 44

uvig 225219 22733:34938(+)
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— |

Defence

N



