RT_III-AM_III-B_2 (CDS_0022) endolysin (CDS_0027)

24 endolysin (CDS_0026) FtsK/SpolllE-like protein (CDS_0030)
21 23] 25 | DNA primase (CDS_0028) 29 31 32 33 34
L —————— I

MGV-GENOME-0198525 18062:27239(+)
FtsK/SpolllE-like protein (CDS_0028)

DNA primase (CDS_0026)
endolysin (CDS_0025) 27 29 30 31
I I

MGV-GENOME-0238034 18347:27202(+)

anaerobic ribonucleoside reductase large subunit (CDS_0026)
DNA primase/helicase (CDS_0029) FtsK/SpolllE-like protein (CDS_0033)
DNA primase (CDS_0031)
endolysin (CDS_0025) 27 28 30 32 34 35 36

|

‘ o
4
#
A

MGV-GENOME-0214243 18348:30044(+)
FtsK/SpolllE-like protein (CDS_0028)

DNA primase (CDS_0026)
endolysin (CDS_0024) 25 27 29 30 31
— ——

MGV-GENOME-0201062 18281:27832(+)

FtsK/SpollIE-like protein (CDS_0028)
DNA primase (CDS_0026)
endolysin (CDS_0025) 27 29 30 31

|
|
4

MGV-GENOME-0199561 18347:27418(+)

DNA polymerase/primase (CDS_0026)
FtsK/SpolllE-like protein (CDS_0028)
endolysin (CDS_0024) 25 27 29 30 31

|

\
%
:

MGV-GENOME-0197703 18347:27094(+)

FtsK/SpollIE-like protein (CDS_0026)
endolysin (CDS_0024)
25 27 28 29

|
4

MGV-GENOME-0182381 18334:24717(+)

DNA methyltransferase (CDS_0027) FtsK/SpolllE-like protein (CDS_0031)
DNA primase (CDS_0029)
endolysin (CDS_0024) 25 26 28 30 32 33 34

|
\
]

MGV-GENOME-0216068 18347:30373(+)

FtsK/SpolllE-like protein (CDS_0026)
endolysin (CDS_0025) 27 28 29

MGV-GENOME-0183496 18331:24728(+)

FtsK/SpolllE-like protein (CDS_0027)
endolysin (CDS_0025) 26 28 29 30

MGV-GENOME-0188784 18347:25728(+)

CDS_0027
endolysin (CDS_0026) | CDS_0028

MGV-GENOME-0179371 18068:23314(+)

Lar anti-RM (APIS033) (CDS_0026)
DNA primase/helicasETCDS_OOZS) FtsK/SpolllE-like protein (CDS_0029)
endolysin (CDS_0024) \DNA primase (CDS_0027) 28 3031 32 33

MGV-GENOME-0220261 18347:28771(+)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0027)

anaerobic ribonucleotide reductase small subunit (CDS_0026)  DNA primase/helicase (CDS_0030) FtsK/SpolllE-like protein (CDS_0034)
MazG-like pyrophosphatase (CDS_0025) DNA primase (CDS_0032)
18 23 24 | 28 29 31 33 35 36 37
I

MGV-GENOME-0217935 16695:30710(+)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0027)

anaerobic ribonucleotide reductase small subunit (CDS_0026)  DNA primase/helicase (CDS_0030) FtsK/SpolllE-like protein (CDS_0034)
MazG-like pyrophosphatase (CDS_0025) DNA primase (CDS_0032)
23 24 | 28 29 31 33 35 36 37
I

MGV-GENOME-0218439 16695:30806(+)
endolysin (CDS_0025) 26 27 28 29 30

MGV-GENOME-0221607 18347:26257(+)
endolysin (CDS_0024) 25 26 27 28

uvig_170407 18026:24872(+)

FtsK/SpolllE-like protein (CDS_0026)
endolysin (CDS_0025) 27 28 29 30

MGV-GENOME-0182382 18343:24678(+)

FtsK/SpolllE-like protein (CDS_0026)
endolysin (CDS_0024) 25 27 28 29 30

|
\
:

MGV-GENOME-0187991 18350:25563(+)

FtsK/SpolllE-like protein (CDS_0026)
endolysin (CDS_0024) 25 27 28 29 30

|
\
:

MGV-GENOME-0190800 18347:26023(+)

FtsK/SpolllE-like protein (CDS_0028)
24 25 26 27 29 30 31 32

SRS019068_a1_ct105618_vs1 18302:26415(+)

5000 nt i

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover other unknown function Defence Anti-defence
— I I



