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uvig_79816 10222:23719(+)

toxin-antitoxin system HicB-like (CDS_0021)
toxin (CDS_0022)
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uvig_37732 10446:24524(+)

toxin-antitoxin system HicB-like (CDS_0026)
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toxin (CDS_0027) 32
17 18 20 21 2223 24 25 | [28 | 31[ 33
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toxin-antitoxin system HicB-like (CDS_0026)
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MGV-GENOME-0214939 7435:19053(+)

toxin-antitoxin system HicB-like (CDS_0025)
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16 |18 19 cation efflux protein (CDS_0021) 23 24 | T27 28 29 |31] 3334]
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uvig 209820 11127:27900(+)

toxin-antitoxin system HicB-like (CDS_0025)
Retron_VI_HTH (CDS_0030)
toxin (CDS_0026) 32 35
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IMGVR_UViG_3300029615_000421|3300029615|Ga0245146_100189(1-39372 11127:27539(+)

toxin-antitoxin system HicB-like (CDS_0024)
Enscriptional repressor (CDS_0028)
\ Retron_VI_HTH (CDS_0029)
toxin (CDS_0025) 31
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MGV-GENOME-0327569 10446:27818(+)

toxin-antitoxin system HicB-like (CDS_0022)
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toxin (CDS_0023) 2931
20 21 | J24 25 26 27 [30 34 35 PrrC__Ecoprrl (CDS_0036)

—5
N
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toxin (CDS_0024) 30
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uvig_28593 10274:26115(+)

toxin-antitoxin system HicB-like (CDS_0017)
Enscriptional repressor (CDS_0021)
| Retron_VI_HTH (CDS_0022)
toxin (CDS_0018) 24
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uvig_166132 7439:22502(+)

toxin-antitoxin system HicB-like (CDS_0030)
Retron_VI_HTH (CDS_0035)
glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0021) 32 36 38
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IMGVR_UViG_3300029123 000230|3300029123|Ga0168800_100009|7802 1711-7964 10275:30113(+)

toxin-antitoxin system HicB-like (CDS_0023)
Retron_VI__HTH (CDS_0027)
Cl-like repressor (CDS_0026)
toxin (CDS_0024)
21 22 | T2s | 2829 30 33

uvig 378618 11127:25364(+)

toxin-antitoxin system HicB-like (CDS_0022)
Retron_VI_HTH (CDS_0026)

toxin (CDS_0023)
21 | T24 25 2728 29
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