nicking at origin of replication (CDS_0001)
CDS_0003 terminase large subunit (CDS_0008)
CDS_0004  portal protein (CDS_0006) head scaffolding protein (CDS_0009)
CDS_0002| | CDS_0005 CDS_0007 CDS_0010 terminase small subunit (CDS_0011)

|
|

IMGVR_UViG_3300027111_000227|3300027111|Ga0209281_1000027|96059-132202 1:10718(+)
CDS_0002 CDS_0004

IMGVR_UViG_3300025711_000270|3300025711]Ga0207696_1000001|753747-789543 1:9480(+)
3 4 5 6 7

IMGVR_UViG_3300017792_000611|3300017792|Ga0163161_10000001|674049-712781 1:12569(+)

CDS_0004
€DS_0003 CDS 0005

IMGVR_UViG_2811995160_000001|2811995160[2812075971]2019181-2057481 1:11005(+)

CDS_0004
CDS0002 |  CDS.0005

IMGVR_UViG_2869535880_000001|2869535880(2869535880[1317772-1353969 1:10353(+)

CDS_0003
[ CDS_0004

IMGVR_UViG_2576861477_000004|2576861477|2576889517|2151422-2190897 1:9737(+)

Rst_3HP__Hp1 (CDS_0004) Rst_3HP__Hp3 (CDS_0006)
CDS_0003 Rst_3HP__Hp2 (CDS_0005)

IMGVR_UViG_3300031151_000409|3300031151|Ga0308162_1000163|38507-76500 1:11884(+)
CDS_0003

IMGVR_UViG_3300048927_000738|3300048927|Ga0496124_0000021|204011-245550 1:11413(+)
CDS_0003 Thoeris_ ThsB_Global (CDS_0004)

IMGVR_UViG_2903600028_000001|2903600028|2903600028|709215-746172 1:10003(+)

CDS_0003
[ DNAhelicase (CDS_0004)

IMGVR_UViG_3300048921_000087|3300048921/Ga0496118_0001390 1:10293(+)
CDS_0003

IMGVR_UViG_2821056566_000001|2821056566|2821056566|769975-802086 1:10518(+)
CDS_0003 Menshen__NsnA (CDS_0004)

IMGVR_UViG_3300048922_000147|3300048922|Ga0496119_0001085 1:10170(+)
CDS_0003 CDS_0004

IMGVR_UViG_2671180280_000002|2671180280|2671207613|1511994-1544609 1:10313(+)
CDS_0003 CDS_0004

IMGVR_UViG_3300031419_000051|3300031419|Ga0308167_1001128 1:9483(+)
Druantia_ll__DruM (CDS_0003) CDS_0004

IMGVR_UViG_2903085801_000007|2903085801]2903085813|48089-86282 1:10820(+)

CDS_0004
CDS_0003 | CDS_0005

IMGVR_UViG_3300031087_000051|3300031087|Ga0308161_1001203 1:11349(+)

DksA-like zinc-finger protein (CDS_0047)
DNA methyltransferase (CDS_0048)

| CDS_0049 Menshen__NsnB (CDS_0004)
CDS_0046 " cDs_0050 CDS_0003 CDS_0005
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TemPhD_cluster_42984 36394:11337(+)
CDS_0038
CDS_0036 CDS_0039
CDS_0037 | CDS_0040 CDS_0003

TemPhD_cluster_ 43775 31818:10518(+)

CDS_0045
CDS_0044 | CDS_0046 CDS_0002

TemPhD_cluster 62562 31777:9917(+)

cysH_IV-B_1 (CDS_0041)
CDS_0039 nicking at origin of replication (CDS_0001)

CDS 0038 CDS_0004
“Tcbs_0040 CDS_0003 CDS_0005 terminase large subunit (CDS_0007)
0 e b e e S ey SN S N W— —
TemPhD_cluster_52393 28955:10338(+)
CDS_0004
DNA polymerase exonuclease subunit (CDS_0040) T CDS_0005

TemPhD_cluster_63445_ 29192:10349(+)

CDS_0004
DNA methyltransferase (CDS_0042) T CDS_0005
0/ D, e e e SN e S S W s N —
TemPhD_cluster_44338 28976:10332(+)
phosphoadenosine phosphosulfate reductase (CDS_0042) CDS_0004
RNA-binding protein (CDS_0040) T CDS_0005
I B e b e e SN e G S o N — —;

TemPhD_cluster 44111 29387:10344(+)

DEDDh_I_II_IIL_IV_V_VI_1 (CDS_0041) CDS_0004
RNA-binding protein (CDS_0043) T cDs_ 0005

E

TemPhD_cluster_63205_ 30083:11065(+)

CDS_0004
‘| cps_ooos

I
TemPhD_cluster_52296 29472:10347(+)

CDsS_0004
CDS_0040 | cps_ooo5

TemPhD_cluster_25003 29452:10347(+)

CDS_0004
| cDs_0005
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TemPhD_cluster_33830 28536:9775(+)
CDS_0004
| cps_ooos

e —
TemPhD_cluster_30745 28536:9777(+)

CDS_0027
CDS_0034 | cDs_0026

TemPhD_cluster_63541 14794:26226(-)

CDS_0004
CDS_0041 | cps_o005

TemPhD_cluster_52396 29594:10383(+)

CDS_0004
‘| cDs_0005

TemPhD_cluster_38101 29965:11103(+)
CDS_0004

TemPhD_cluster_30770 28657:9980(+)
CDS_0004 CDS_0005

TemPhD_cluster_28440 29348:10749(+)

CDS_0004
CDS_0040 | cps.0005

TemPhD_cluster_52509 29035:10346(+)

gueuine tRNA-ribosyltransferase (CDS_0042)
CDS_0040 CDS_0004 CDS_0005

TemPhD_cluster_38037 29451:10710(+)
DNA methyltransferase (CDS_0041) CDS_0004

TemPhD_cluster_38292 27978:9204(+)

CDS_0004
| cps_ooos

IMGVR_UViG_2757320579_000002|2757320579|2757368152[699459-730391 1:10348(+)

CDS_0004
| cbs_0005 CDS_0006

IMGVR_UViG_3300045988_123514|3300045988|Ga0495776_164803 1:11374(+)

CDS_0004
| cDs_0005

IMGVR_UViG_2531839377_000011|2531839377|2531892767|129486-161708 1:11068(+)
CDS_0004

IMGVR_UViG_2563366842_000009|2563366842|2563393188|231230-260880 1:9949(+)

CDS_0004
| cps_ooos

NC_005340.1 1:10531(+)
CDS_0004

IMGVR_UViG_2675903011_000005|2675903011|2675919935|15946-45496 1:10093(+)

CDS_0004
| cDs.0005  CDS_0006

IMGVR_UViG_2541047764_000008|2541047764|2541171510[16544-48768 1:10458(+)
CDS_0004 CDS_0005

IMGVR _UVIG_2778261696_000006|2778261696|2778336938|12883-41870 1:9573(+)
CDS.0020 CDS 0021

TemPhD_cluster_63811 11446:21561(+)

CDS_0004
CDS_0041 | cDps_ooos

TemPhD_cluster_33831 29749:10340(+)

CDS_0004
| cbs_0005

TemPhD_cluster 44281 29163:10213(+)

CDS_0004
CDS_0041 | cDs_0005

TemPhD_cluster_52227 29809:10341(+)

CDS_0006
CDS_0005
CDS_0004 | CDS_0007

TemPhD_cluster_28368 30107:10889(+)

DnaC-like helicase loader (CDS_0008)
transposase (CDS_0007)
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TemPhD_cluster_44036 31319:13363(+)

CDS_0005
CDS_0043 CDS_000%4 CDS_0006

—
TemPhD_cluster_33789 29649:10469(+)

CDS_0004 | €DS_0007

TemPhD_cluster_37997 30312:11589(+)

CDS 0005
CDS_0045 CDS_0004 CDS_0006
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TemPhD_cluster 52151 29990:10456(+)
CDS_0005
CDS_0043 CDS_0004 CDS_0006

TemPhD_cluster_63271_ 29585:10469(+)

CDS_0005
CDS_0004 CDS_0006

TemPhD_cluster_63423_ 29157:10466(+)

CDS_0005
CDS_0043 CDS_0004 CDS_0006

TemPhD_cluster_52342 28945:10466(+)

CDS_0005
RNA-binding protein (CDS_0045) CDS_000%4 CDS_0006

TemPhD_cluster_44097 29896:10470(+)

CDS 0005
CDS_0004 CDS_0006

TemPhD_cluster 44157 29465:10469(+)

TemPhD_cluster_37963 31082:12007(+)

CDS_0005
CDS_0004 CDS_0006
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TemPhD_cluster_44316 29266:10502(+)
CDS_0005
CDS_0042 CDS_0004 CDS_0006

TemPhD_cluster_38224 29419:10469(+)

CDS_0027
CDS_0028 CDS_0026

TemPhD_cluster_63789 14707:25204(-)

CDS_0005
CDS_0004 CDS_0006

TemPhD_cluster_38327 28388:9652(+)

CDS_0006
CDS_0005
CDS_0004 | CDS_0007

IMGVR_UVIG_2563366824_000009|2563366824/2563391887(12910-43543 1:9944(+)

CDS_0006
CDS 0005
CDS_0004 | CDS_0007

IMGVR_UViG_2563366970_000007|2563366970]2563399903|18265-48339 1:10871(+)

CDS_0006
CDS 0005
CDS_0004 |  CDS_0007

IMGVR_UVIG_2561511179_000005|2561511179|2561541599|2736781-2769647 1:10459(+)

CDS_0005
CDS_0004 CDS_0006

uvig_369583 1:10468(+)

CDS_0005
CDS_0004 CDS 0006

IMGVR_UViG_2917855067_000004|2917855067|2917855071107534-137300 1:10161(+)

CDS_0005
CDS_0004 |CDS_0006CDS_0007

IMGVR_UViG_2582580932_000002|2582580932|2582672337(86290-119099 1:11376(+)

CDS_0005
CDS_0004 |CDS_0006CDS_0007

TemPhD_cluster_52267 30143:11403(+)

CDS_0005
CDS_0004 |CDS_0006CDS_0007

TemPhD_cluster_63190_ 30355:11366(+)
CDS_0004CDS_0005

TemPhD_cluster_63465_ 29523:10427(+)

CDS_0005
CDS_0004 |CDS_0006CDS_0007

TemPhD_cluster_44018 29826:10647(+)

CDS_0005
CDS_0004|  CDS_0006 CDS_0007

TemPhD_cluster_63110_ 31528:11109(+)

CDS_0005
CDS.0004|  CDS 0006 CDS 0007

MGV-GENOME-4406377 1:11109(+)
CDS_0004CDS_0005

IMGVR_UViG_2917886563_000008|2917886563|2917886585|287402-316508 2388:10157(+)
CDS_0004CDS_0005

IMGVR UVIG 2913118216 000012|2913118216|2913118250/42284-71390 1:10157(+)
CDS_0044 CDS_0004

TemPhD_cluster_63202_ 29863:10662(+)
CDS_0004

TemPhD_cluster 43935 30055:10660(+)
CDS_0004 head-tail adaptor Ad1 (CDS_0011)

TemPhD_cluster_63194_ 29903:11266(+)
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IMGVR_UVIG_2565956726_000013|2565956726]2565986754|13025-43529 1:11154(+)

CDS_0004
| CDS_0005 CDS_0006 CDS_0007

IMGVR_UViG_2791355124_000004|2791355124|2791379198|7616-40938 1:11667(+)

serine-threonine kinase (CDS_0004)
CDS_0003 CDS_0005 CDS_0006

|
|

IMGVR_UViG_2537562172_000009|2537562172|2537632528|17780-49926 1:12749(+)
CDS_0004 CDS_0005

IMGVR_UViG_2554235125_000005|2554235125|2554262748|135411-164949 1:11115(+)
CDS_0004 terminase large subunit (CDS_0006) CDS_0011

TemPhD_cluster_38184 1:10302(+)
CDS_0004 CDS_0005 SMODS-associating 2TM, beta-strand rich effector domain (CDS_0006)

IMGVR _UVIG_2547132415_000023|2547132415|2547272376(13240-42844 1:11948(+)
terminase large subunit (CDS_0005) terminase large subunit (CDS_0006)

I I
uvig 288858 1:10398(+)
CDS_0004
| cDs_0005
IMGVR UVIG_2561511194 000004/2561511194|2561541646]4154375-4186340 1:11668(+)

4 5 6 7 8

IMGVR_UViG_2718218453_000002|2718218453]27182292611215372-1245027 1:12170(+)

CDS_0003
| cDs_0004  €DS 0005 CDS 0006

IMGVR_UVIG_2651869781_000016|2651869781]2651901737|22515-53305 1:12168(+)

CDS_0005
CDS_0004 CDS_0006

IMGVR_UViG_2534681954_000008|2534681954|2534765031|336293-367729 1:11073(+)

CDS_0005
CDS_0004 CDS_0006

TemPhD_cluster_44391 29156:11067(+)

CDS_0005
CDS_0004 CDS_0006

TemPhD_cluster_52274 29337:11068(+)

CDS_0005
CDS_0004 CDS_0006

TemPhD_cluster_63471_ 29509:11073(+)

CDS_0005
CDS_0004 CDS 0006

TemPhD_cluster_33816 29503:11073(+)
CDS_0006 terminase large subunit (CDS_0007)

TemPhD_cluster_16667 29601:11026(+)
CDS_0006 terminase large subunit (CDS_0007)

TemPhD_cluster 44180 29771:11030(+)
terminase large subunit (CDS_0017)

TemPhD_cluster_63624 4132:15763(+)

CDS_0004
| cps_ooos

I
TemPhD_cluster_63378_ 29333:10946(+)
terminase large subunit (CDS_0005)

TemPhD_cluster_9969 28702:10305(+)

CDS_0027
CDS_0028 CDS_0026

TemPhD_cluster_63682 14191:25625(-)
terminase large subunit (CDS_0006)

TemPhD_cluster_38262 28991:10342(+)

CDS_0004
| ¢Ds_0005

TemPhD_cluster 44153 30140:11576(+)

CDS_0005
CDS_0004 CDS_0006 CDS_0009

T

TemPhD_cluster_52535 28998:10642(+)

transposas&«iDS_OOOé)
transposase (CDS_0005)

CDS_0004 | cDs 0007

IMGVR_UViG_2871639894_000008|2871639894|2871639897|5227947-5259433 1:11881(+)
cell division inhibitor (CDS_0036) CDS_0003 Menshen_ NsnA (CDS_0004)

TemPhD_cluster 23872_ 30053:11309(+)
CDS_0003 Menshen__NsnA (CDS_0004)

TemPhD_cluster_23913 28594:10501(+)
CDS_0003 Menshen_ NsnA (CDS_0004)

TemPhD_cluster_23873_ 29921:11174(+)
CDS_0033 CDS_0027 Menshen_ NsnA (CDS_0026)

g

TemPhD_cluster_63483 14906:27030(-)
CDS_0003 Menshen_ NsnA (CDS_0004)

TemPhD_cluster_33865 28965:10582(+)
CDS_0003 Menshen__ NsnA (CDS_0004)

IMGVR_UVIG_2724679262_000004|2724679262|2724721235|12644-43879 1:10588(+)

Rst_3HP_Hp1 (CDS_0005)
Rst_3HP_Hp2 (CDS_0004)
CDS_0003 | cDSs.0006

TemPhD_cluster_15758 29426:11652(+)

Rst_3HP__Hp2 (CDS_0004)
CDS_0003 Rst_ 3HP_ Hp1 (CDS_0005)

E#

TemPhD_cluster_22108_ 30153:11770(+)
CDS_0003 Menshen_NsnA (CDS_0004) CDS_0006 terminase large subunit (CDS_0007)

[ I H
TemPhD_cluster_20024 30287:11986(+)

CDS_0006 terminase large subunit (CDS_0007)

TemPhD_cluster_23871_ 30626:12112(+)
CDS_0003 Menshen__NsnA (CDS_0004)

K

IMGVR_UVIG_2695420769_000015|269542076912695479069|11729-44138 1:11774(+)
CDS_0003 Menshen_ NsnA (CDS_0004) CDS_0007 CDS_0008

K

PN

IMGVR_UViG_2663763449_000013|2663763449]2663860498|35061-67470 1:11774(+)

terminase large subunit (CDS_0007)
CDS_0006 CDS_0008

%#

TemPhD_cluster_15746 30278:11977(+)

RM_Type_Il__Type_ll_MTases__Type_I|_MTases_FAM_0 (CDS_0003)
CDS_0004

[
|

IMGVR_UViG_2558860448_000004|2558860448|2558890423|38349-70963 1:11444(+)
RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0003)

CDS_0004
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TemPhD_cluster_63043_ 30966:11793(+)
RM_Type_IlI_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0003) CDS_0004
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TemPhD_cluster_12334 30476:12546(+)
RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0003) CDS_0004

TemPhD_cluster_28331 30479:12549(+)
RM_Type_Ill__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0003) CDS_0004

TemPhD_cluster_33693 30760:12391(+)

RM_Type_Ill_Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0003) CDS_0004 CDS_0006 terminase large subunit (CDS_0007)
e /" P{ —(C T @EcC Db

TemPhD_cluster_51952 31501:13351(+)

PD-T4-10__PD-T4-10_A (CDS_0004)
PD-T4-10__PD-T4-10_B (CDS_0005)

CDS_0003 | CDS_0006
I I I N
vig 249689 1:11671(+)
CDS_0003
cell division inhibitor (CDS_0039) CDS_ 0004 CDS0005  CDS 0006

TemPhD_cluster_63255_ 29845:11664(+)
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