
IMGVR_UViG_2913118216_000012|2913118216|2913118250|42284-71390 19254:28284(+)

CDS_0027 CDS_0028
CDS_0029

CDS_0030 CDS_0031

CDS_0032
CDS_0033

CDS_0034
CDS_0035

CDS_0036

cell division inhibitor (CDS_0037)
CDS_0038

CDS_0039

TemPhD_cluster_38327 19403:28621(+)

CDS_0033

TemPhD_cluster_63645 24710:4133(+)

CDS_0002

TemPhD_cluster_63541 1:5041(-), 25999:30173(-)

CDS_0041

IMGVR_UViG_2917855067_000004|2917855067|2917855071|107534-137300 19034:28944(+)

CDS_0032 CDS_0034

TemPhD_cluster_63976 17939:27229(+)

CDS_0029 CDS_0031 CDS_0036

TemPhD_cluster_33831 20313:29970(+)

DNA ligase (CDS_0032) CDS_0038 DksA-like zinc-finger protein (CDS_0039)

TemPhD_cluster_38272 18986:28644(+)

DNA ligase (CDS_0031) CDS_0037

IMGVR_UViG_2657244928_000003|2657244928|2657247343|1181899-1214264 20794:31166(+)

CDS_0033 DNA ligase (CDS_0035)

TemPhD_cluster_22970 19377:28810(+)

DNA ligase (CDS_0031)

IMGVR_UViG_2939086508_000006|2939086508|2939086508|2177364-2209406 20431:30713(+)

CDS_0035

TemPhD_cluster_33865 20329:29676(+)

DNA ligase (CDS_0031)

IMGVR_UViG_2558860449_000005|2558860449|2558890597|11864-43124 19109:30061(+)

head closure (CDS_0025) CDS_0030
CDS_0031

CDS_0032DNA ligase (CDS_0033)

TemPhD_cluster_63194_ 20200:30130(+)

CDS_0032 CDS_0033 Cox-like excisionase and repressor (CDS_0035)

TemPhD_cluster_52363 20328:30250(+)

CDS_0032 CDS_0033

TemPhD_cluster_52151 20315:30217(+)

CDS_0033 CDS_0034 CDS_0038

TemPhD_cluster_63271_ 19994:29806(+)

CDS_0034 CDS_0035

IMGVR_UViG_2561511179_000005|2561511179|2561541599|2736781-2769647 20432:30817(+)

CDS_0034 DNA ligase (CDS_0036)

TemPhD_cluster_63110_ 21324:31976(+)

CDS_0034 CDS_0036

MGV-GENOME-4406377 20829:31966(+)

CDS_0034 CDS_0036

TemPhD_cluster_44338 19397:29203(+)

CDS_0031

IMGVR_UViG_2681813455_000002|2681813455|2681898359|1291444-1322269 20026:30511(+)

CDS_0027 CDS_0032

uvig_393822 19710:36332(+)

34 35
phospho-2-dehydro-3-deoxyheptonate aldolase (CDS_0036)

37 38 39 40

IMGVR_UViG_2791355124_000004|2791355124|2791379198|7616-40938 21240:32337(+)

CDS_0033 CDS_0034

IMGVR_UViG_2724679262_000004|2724679262|2724721235|12644-43879 19754:29927(+)

CDS_0030

IMGVR_UViG_2541047764_000008|2541047764|2541171510|16544-48768 20156:31475(+)

Septu__PtuB_2 (CDS_0035) Septu__PtuA_2 (CDS_0036)

SAMN00990319_a1_ct5244_vs1 18044:28641(+)

CDS_0030 CDS_0031

TemPhD_cluster_28330 20248:30679(+)

CDS_0030
tail protein (CDS_0031)

TemPhD_cluster_28329 20248:30679(+)

tail protein (CDS_0030)

IMGVR_UViG_2561511194_000004|2561511194|2561541646|4154375-4186340 18767:30137(+)

CDS_0031
tail protein (CDS_0032)

CDS_0033

6000 nt

DNA, RNA and nucleotide metabolism connector integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function Defence


