radical SAM domain protein (CDS_0068)

5758 59 61 62 63 64 65 66 67 69 70 71 72 73
OO ) = Ul IO o o B
uvig 292590 34380:42518(+)
CDS_0066 CDS_0067 CDS_0068 CDS_0069 CDS_0070
DO ) o U 4 o O =
IMGVR _UViG_3300045988 035242|3300045988|Ga0495776_093475 38168:45846(+)
radical SAM domain protein (CDS_0066) CDS_0072 CDS_0073
OO ) ) a O B
uvig 328915 38135:42861(+)
CDS_0078
CDS_0070 CDS_0074 CDS_0075 CDS_0077 CDS_0079 CDS_0082
Bl ) O ) b ) e ) A D
MGV-GENOME-0320458 40144:47916(+)
CDS_0075
CDS_0071 CDS_0072 CDS_0074 CDS_0076
b ) = 4 - L ) 0 )
MGV-GENOME-0321351 39702:46835(+)
Reverse transcriptase (CDS_0070) CDS_0074 DNA methyltransferase (CDS_0076)

CDS_0071 CDS_0072 - [cDps_0075 DNA methyltransferase (CDS_0077)
L ) O Ul ) - A j A
uvig 479320 38301:47873(+)

CDS_0069 CDS_0070 CDS_0076

e ) o b= ) ) e 0 o o

IMGVR_UViG_3300045988_039920|3300045988|Ga0495776_057739 37688:46548(+)

RM_Type_ll_Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0077)
CDS_0073 CDS_0076 \ hemolysin (CDS_0080) CDS_0081

5 N N, N N e v, ) e,

Shkoporov_2018_SRR6128035_NODE_4_length_69640_cov_10.512237 39726:46852(+)

CDS_0075
CDS_0071 CDS_0072 | cps_0076 CDS_0078 CDS_0079
b ) o — ) O O D

IMGVR_UViG_3300045988_035166|3300045988|Ga0495776_011794 40443:48086(+)

} 3000 nt i

DNA, RNA and nucleotide metabolism other unknown function Defence



