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TemPhD_cluster_63631 28764:5122(+)

tetracycline efflux MFS transporter TetA(P) (NFO00043.1) (CDS_0034)
tRNA methyltransferase (CDS_0032)
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TemPhD_cluster 42349 16028:29695(+)
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tetracycline efflux MFS transporter TetA(P) (NFO00043.1) (CDS_0034)
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TemPhD_cluster_27704 16028:30026(+)

tetracycline efflux MFS transporter TetA(P) (NFO00043.1) (CDS_0034)
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