NrdA-like aerobic NDP reductase large subunit (CDS_0014)
guanylate kinase (CDS_0003) 11
integrase (CDS_0001) 12 16 1820
2| 456 78910[[13 157] 17[19 recD_IV-D_1(CDS_0021)

MGV-GENOME-0369240 584:12508(+)

guanylate kinase (CDS_0003) 1T2
integrase (CDS_0001) 10 13 NrdA-like aerobic NDP reductase large subunit (CDS_0015)
2| 456 7891114

MGV-GENOME-0359084 438:12561(+)

guanylate kinase (CDS_0004) 1TO
integrase (CDS_(%Z) 11 NrdA-like aerobic NDP reductase large subunit (CDS_0013)
1 3| 56 7 89|12

I
MGV-GENOME-0361832 148:12747(+)
18
LigA (VF1220) (CDS_0004) guanylate kinase (CDS_0010) 16 19 ribonucleoside-diphosphate reductase large subunit (CDS_0021)
5 6 7 8 9 111213 1415] 17[[20
I I
uvig_81219 2393:20035(+)
10
guanylate kinase (CDS_OOOS)Tll
integrase (CDS_0001) 9| NrdA-like aerobic NDP reductase large subunit (CDS_0013)

[ 2| 456 7812 [
Y O O 0 1 S O ¢ (O

MGV-GENOME-0360814 384:11632(+)

guanylate kinase (CDS_0003) 11 1T3
integrase(ﬁ)S_OOOl) 10| 14 NrdA-like aerobic NDP reductase large subunit (CDS_0016)
2| 456 7 89[|12]15

MGV-GENOME-0365643 385:12995(+)

12
guanylate kinase (CDS_0003) 10 13 ribonucleotide reductase (CDS_0015)
1 2] 456 7 891114

MGV-GENOME-0371852 583:12737(+)

guanylate kinase (CDS_0004) 12
integrase (CDS_0002) 10 13 NrdA-like aerobic NDP reductase large subunit (CDS_0015)
1 3| 56 7 8 91114

MGV-GENOME-0362226 148:13263(+)

guanylate kinase (CDS_0003) 11
integrase@S_OOOl) 10| 13 NrdA-like aerobic NDP reductase large subunit (CDS_0015)
2| 456 7 89[|12 14

MGV-GENOME-0360128 428:12943(+)

anaerobic ribonucleotide reductase small subunit (CDS_0133)
dUTPase (CDS_0142)

137
guanylate kinase (CDS_0145) 136
integrase (CDS_0147) 138

143 | 140135
146 144T 141T1§ HT1§4 anaerobic ribonucleoside reductase large subunit (CDS_0132)

uvig 447666 75830:87282(-)

anaerobic ribonucleotide reductase small subunit (CDS_0015)

guanylate kinase (CDS_0003) 12
integrase (CDS_0001) 10 13

2| 45 6 7 8 9[11|[14| anaerobic ribonucleoside reductase large subunit (CDS_0016)

MGV-GENOME-0367077 583:13463(+)

guanylate kinase (CDS_0147)
145 141 138
143 139 NrdA-like aerobic NDP reductase large subunit (CDS_0136)
146144 1421406137

MGV-GENOME-0360346 82107:91473(-)

radical SAM domain-containing protein (CDS_0004)
guanylate kinase (CDS_0011) 18
endolysin (CDS_0005) integrase (CDS_0009) 16 | 20 NrdA-like aerobic NDP reductase large subunit (CDS_0022)
1 23 | 6 7 8 10| 121314 15 [17]1921

PR DA

MGV-GENOME-0361782 3:19563(+)
dUTPase (CDS_0014)
radical SAM domain-containing protein (CDS_0004) 18
endolysin (CDS_0005) guanylate kinase (CDS_0011) 16 2TO ribonucleoside-diphosphate reductase large subunit (CDS_0022)
i |23 | 6 7 8 9 10 1213 | 15 [171921
I
uvig 391969 3:19563(+)
radical SAM domain-containing protein (CDS_0004)
guanylate kinase (CDS_0010)
endolysin (CDS_0005) 1618 20 ribonucleoside-diphosphate reductase large subunit (CDS_0022)
1 23 67 8 9| 11121314 15 [17[19 21
uvig 144304 3:19823(+)
ribonucleoside-diphosphate reductase large subunit (CDS_0108)
guanylate kinase (CDS_0118)
111
116 112

114 [110
119117115 113[109 105 104
Uvig 565120 64608:74402() —

radical SAM domain-containing protein (CDS_0145) NrdA-like aerobic NDP reductase large subunit (CDS_0130)
guanylate kinase (CDS_0139) 1§3
long tail fiber protein distal subunit (CDS_0149) integrase (CDS_0141) 134
155 tail protein (CDS_0151) 146 endolysin (CDS_0144) 137 i§2
156 T 154 153 152 | 150 148 147] | 143 142 140| 1387136 135|131

MGV-GENOME-0369363 77731:106217(-)
k 10000 nt i

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail unknownfunction Defence Virulence
I I



