membrane protein (CDS_0029)
21 22 23 24 25 26 27 28 30 31

MGV-GENOME-0184573 20037:25374(+)
membrane protein (CDS_0002)

5 4 3 1
@ addr e —an—aa——@mmme
MGV-GENOME-0174170 707:7014() .
7 6 5 4 3 2 1
e S O e

A |
MGV-GENOME-0205104 2:5399(-)

CDS_0002
CDS_0003
CDS_0004 |  cDs 0001

MGV

GENOME-0191883 3:3922(-)
CDS_0027 CDS_0028

MGV-GENOME-0183251 22111:25168(+)

€DS_0002 CDS_0001

<

GV-GENOME-0187484 1:3253(-)
CDS_0027

MGV-GENOME-0181611 22335:24914(+)

CDs_0027
I S ———
MGV-GENOME-0188747 23515:26044(+)

CDsS_0028
ac—— -CICKH
MGV-GENOME-0189737 23729:26208(+)

CDS_0001
[ S

uvig_865702 2:2502(-)
CDS_0025

MGV-GENOME-0167509 20347:22841(+)

membrane protein (CDS_0002)
6 5 4 3 1

|

\

\

|
|

<

GV-GENOME-0207866 90:5294(-)
membrane protein (CDS_0005)

8 7 6 4 3 2 1
e A — I
MGV-GENOME-0212171 161:6680(-)
7 6 5 4 3 2 1
] I e -
MGV-GENOME-0220218 3:5206(-)
26 27 28 29 30 31

9
Cp ‘

<
)
<
©
m
z
[}
<
m
(@}
o
[
o
o)
o
[eN
N
N
Nl
[
w
N
~
[e3)
0
)=
n

)

-
s
w
IN
w
N
-

o
@
N
N}
i
N
o
=
o
©
o
S}
0
w

<
(9]
<
©
m
z
o
<
m

()
CDS_0024 CDS_0026

CDS 0025 |

o
=
™
(&)
=
0
a
=
0
a
0
N
[N
iN
o
]
o
T

<
(9]
<
(9]
m
z
o
<
m

)
CDS_0002 CDS_0001

<
(9)
<
(@)
m
z
o
<
m

o
=
~
iy
o
~
a
w
=
o

()

DNA methyltransferase (CDS_0005)
integrase (CDS_0006) 4 8 2 1

MGV-GENOME-0340888 445:7097(-)

CDS_0001
CDS_0002

MGV-GENOME-0191509 2:3869(-)

CDS_0001

MGV-GENOME-0167313 3:3628(-)

CDS_0002  DNA methyltransferase (CDS_0001)

SAMNO3418257_al_ct244957 vs1 3:4737(-)

24 25 26 27 28 29

MGV-GENOME-0186289 19882:25646(+)

MGV-GENOME-0191651 587:7416(-)
21 22 23 24 25

» _cov_119. : +)

T
)
=1
N
o
—
fes)
m
-
x
iy
w
~0
fes)
—
o~
o~
z
[©]
&)
m
—
o~
foe}
@
>
o
=
=y
N
N
~O
o
~
a
(e}
<
N
N
%)
~
o~
~
w
o
g
N
~
&)
~
N
N
N
N
o
~

N
o
N
(=3
N
N
N
w
N
=

25 26

<
(9)
<
(9)
m
z
o
<
m

o
=
©
Q0
o
-
5N
[
~
o
)
o
[N
[oN
(@]
=
&
T

)

N
N
N
(X}
N
iN

25 26 27

o
=S
®
o}
[
-
&)
=
)
o
=S
~
N
5]
™
X
po
T

<
(9]
<
(9]
m
z
o
<
m

)

o
]
o
=
3]
N
N
S
o
S
N
N
0
@®

|o~
w
IS
‘w
|N
-

<
Q
<
(@)
m
z
o
<
m

()

i
o
el
o]
~N
o
«
N
w
N
=

e

<
(9]
5
(9]
m
z
o
<
m
o
]
o
]
@
o
@
i
)
IN)
)
)

12 11 10 9 8 7 6 5 4 3 2
MGV-GENOME-0200905 1:10162() || |
11 10 9 8 7 6 | |5 4 2 12
R RIS ™l — 49 __ B
MGV-GENOME-0198609 1:10060(-)

4000 nt

integration and excision moron, auxiliary metabolic gene and host takeover other unknown function
I N



