replication initiation protein (CDS_0055)

CDS_0053
"CDS_0054 CDS_0058 CDS_0062
CDS_0051  CDS_0052| [ CDS_0056 CDS_0057 “|CDS_0059  CDS.0060  CDS 0061 | CDS_0063
\ ) DI I ) 1 DD L A D
NC_055819.1 43638:51268(+)
CDS_0056 CDS_0061
\ ) D ) 1 NI LA D
Gordonia_phage_Sedona 43318:51201(+)
CDS_0055 CDS_0058
\ y N W ) - D! L A D
Gordonia_phage_Stultus 42216:49373(+)
CDS_0053
\ ) D ) 1 I L DiOoD
Gordonia_phage_Affeca 42351:50034(+)
replication initiation protein (CDS_0056)
CDS_0055 CDS_0058
\ D W N, ) 1 D! L A HD
Gordonia_phage_Lennon 43717:51416(+)
CDS_0058
\ D W I, ) 1 I L A HD
Gordonia_phage_Sitar 43717:51125(+)
CDS_0058 CDS_0064
[ I W ) DD DD
Gordonia_phage_Charming 42433:49418(+)
CDS_0052
[ D I p DD D DD
NC_055777.1 42249:48982(+)
CDS_0061 CDS_0064
\ I B ) 1 LoD
Gordonia_phage_Love 44342:50473(+)
CDS_0055 CDS_0061
\ O ) 1 DD (A D
NC_055773.1 42010:49754(+)
CDS_0058 CDS_0060 CDS_0063

| D W A D [ DD

NC_042108.1 42954:50055(+)

CDS_0048
CDS_0047 replication initiation protein (CDS_0055)
‘ CDS_0049 CDS_0054 CDS_0057
[
., — I W B ) ) \ I L 1 0
Gordonia_phage_Fosterous 41575:50412(+)
CDS_0064
CDS_0057 CDS_0060 CDS_0063 CDS_0065

! ) | ) LA

NC_055803.1 42893:52067(+)

replication initiation protein (CDS_0055)
HNH endonuclease (CDS_0048) 53 54 56 57 62

o D W ) ) 1 o I DD

Gordonia_phage_Bibwit 40867:49348(+)

} 3000 nt i

DNA, RNA and nucleotide metabolism unknown function



