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IMGVR_UViG_3300014562_000005|3300014562|Ga0134376_100267 31713:37776(+)
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exonuclease (CDS_0048)
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IMGVR_UViG_3300014551_000086|3300014551|Ga0134380_100164|2-40461 27584:35594(+)

CDS_0037 DNA helicase (CDS_0039) CDS_0043
exonuclease (CDS_0044)

CDS_0045
HNH endonuclease (CDS_0046)

3000 nt

DNA, RNA and nucleotide metabolism unknown function


