
IMGVR_UViG_3300045988_142396|3300045988|Ga0495776_182252 1422:11199(+)

2 3
Kiwa__KwaB (CDS_0004)

5 6 7 8 9 10 11 12 13 14
DNA methyltransferase (CDS_0015)

16 17 18 19 20

IMGVR_UViG_3300045988_147541|3300045988|Ga0495776_104828 1422:11022(+)

CDS_0007 CDS_0008
CDS_0009

CDS_0010 CDS_0015

IMGVR_UViG_3300008150_000420|3300008150|Ga0114319_1000333|2664-41135 1422:10984(+)

7 8 9 10 11

IMGVR_UViG_3300006247_000031|3300006247|Ga0099374_1000343 1422:10712(+)

7
DNA methyltransferase (CDS_0008)

9 10 11 14 15 17

IMGVR_UViG_3300045988_121314|3300045988|Ga0495776_125693 1732:12507(+)

7 8 10
DNA methyltransferase (CDS_0011)

12 13 14 16 19 20

MGV-GENOME-0258097 1422:7995(+)

CDS_0007 CDS_0008 CDS_0010 CDS_0012
CDS_0013

CDS_0014

MGV-GENOME-0272600 1422:10930(+)

7 8 9 10 11 12 13 15 17

MGV-GENOME-0240052 1422:11065(+)

7 8 9 10 11 12 13

MGV-GENOME-0233095 1422:11856(+)

7 8 9 10 11 12 13 16

IMGVR_UViG_3300045988_147370|3300045988|Ga0495776_162507 1422:11607(+)

7 8 9 10 11 12 13 14

MGV-GENOME-0278593 1422:11607(+)

7 8 9 10 11 12 13 14

SRS142787_a1_ct25984_vs1 1422:11379(+)

7 8 9 10 11 12
DNA methyltransferase (CDS_0013)

14 Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0018)

IMGVR_UViG_3300007791_000021|3300007791|Ga0105806_1000247 1422:11085(+)

7 8 9 10 11 DNA methylase (CDS_0012)

TemPhD_cluster_51676 3105:11260(+)

CDS_0007

CDS_0008
CDS_0009

CDS_0010
CDS_0011

CDS_0013 CDS_0014

MGV-GENOME-0308220 1382:10899(+)

7 8 9 10 11 14

IMGVR_UViG_3300045988_134130|3300045988|Ga0495776_061132 1422:10263(+)

CDS_0007
CDS_0008

CDS_0009

SRS103971_a1_ct27996 1422:11211(+)

7 8 9 10 11 12

IMGVR_UViG_3300007966_000183|3300007966|Ga0105959_100157|17890-49678 1422:11116(+)

7 8 9 10 11 12

IMGVR_UViG_7000000351_000069|7000000351|SRS047219_WUGC_scaffold_62093 1:11045(+)

1 6 7 8 9 10 11 12

4000 nt

DNA, RNA and nucleotide metabolism other unknown function Defence


