phosphoadenosine phosphosulfate reductase (CDS_0035)
Cox-like excisionase and repressor (CDS_0030)
transcriptional regulator (CDS_0029)
cell division inhibitor (CDS_0031) transcriptional regulator (CDS_0004)

DNA methyltransferase (CDS_0033) terminase large subunit (CDS_0006)
| 32 34 1 2 3 portal protein (CDS_0005) 7

fec}
o

|
|

—
TemPhD_cluster_63462_ 26831:10286(+)

nicking at origin of replication (CDS_0001)
CDS_0033 | CDS_0002 CDS_0007

mVR7UVi6733000243087OOOO15|3300024308\GaO24772571000484 26569:9254(+)

transcriptional regulator (CDS_0030)
integrase (C DS 0029)
CDS_0031 RloC__RloC (CDS_0002)

i*

TemPhD_cluster 30706 27124:11332(+)
CDS_0030 DNA methyltransferase (CDS_0035) CDS_0002

TemPhD_cluster_63466_ 26830:9200(+)
CDS_0002

TemPhD_cluster_18621 26718:9199(+)
CDS_0009 head scaffolding protein (CDS_0013)

— . S
TemPhD_cluster_63509 1171:13152(+)

DNA methyltransferase (CDS_0007)

—
TemPhD_cluster 63740 79:11886(+)
DNA methyltransferase (CDS_0004)

CDS_0002
CD5_0003 CDS_0006
0 s I I B g W O G SO S o O m—

NC_049460.1 27067:9359(+)

CDS_0002  DNA methyltransferase (CDS_0004)
CD5_0003
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TemPhD_cluster_7336 26947:9232(+)

CDS_0003
CDS_0002 | CDS_0004 CDS_0007

TemPhD_cluster_7327 26947:9936(+)

DNA methyltransferase (CDS_0039) CDS_0003
CDS_0037 CDS 0002 | CDS 0004

?

TemPhD_cluster_44126 28161:9233(+)

CDS_0002
| cDps_0003

TemPhD_cluster_33850 27223:9236(+)

CDS_0002 DNA methyltransferase (CDS_0004)
CDS_0037 CD5_0003
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TemPhD_cluster_23890 28154:9226(+)

CDS_0002  DNA methyltransferase (CDS_0004)
queuine tRNA-ribosyltransferase (CDS_0038) cDS 5_0003
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TemPhD_cluster_28395 28339:9931(+)

CDS_OOO% DNA methyltransferase (CDS_0004)
CDS_0003
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TemPhD_cluster_28430 27520:9931(+)

CDS_0028 DNA methyltransferase (CDS_0026)
CD5.0027
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TemPhD_cluster_63707 15430:27807(-)
CDS_0002

TemPhD_cluster_18622 27436:9136(+)
DNA methyltransferase (CDS_0003)

CDS_0002

MGV-GENOME-0210500 27218:9766(+)

CDS_0035 CDS_0002
CDS.0034 | CDS_ 0036 T cps.0003

—
TemPhD_cluster_44341 26770:9271(+)

DNA methyltransferase (CDS_0003)
CDS_0033CDS_0034 CDS_0002 toxin-antitoxin system HicB-like (CDS_0004)

TemPhD_cluster_22925 27939:10466(+)

phosphoadenosine phosphosulfate reductase (CDS_0037)
CDS_0038 CDS_0002 CDS_0003
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|

TemPhD_cluster_22112_ 28168:9405(+)
CDS_0002 CDS_0003

TemPhD_cluster_52380 28512:9384(+)
RNA-binding protein (CDS_0036) CDS_0002 CDS_0003

TemPhD_cluster_38012 28347:9408(+)
CDS_0002 CDS_0003

TemPhD_cluster_63436_ 27461:9413(+)
CDS_0002

TemPhD_cluster_26446 27218:9211(+)

CDS_0002
| cDs_ 0003

TemPhD_cluster_52299 28183:9054(+)

CDS_0002
| cbs_0003

TemPhD_cluster_52552 27376:9017(+)

CDS_ 0002
CDS_0036 | cDps_ 0003

TemPhD_cluster_38107 28692:9281(+)
CDS_0002

TemPhD_cluster_52277 28928:9649(+)
CDS_0002

TemPhD_cluster_63482_27503:9649(+)
CDS_0030 CDS_0002

TemPhD_cluster_30727 27515:9649(+)
CDS_0002

TemPhD_cluster_20008 29371:10093(+)
CDS_0002

TemPhD_cluster_63144_ 28631:9654(+)
CDS_0002

TemPhD_cluster 21319 27519:9654(+)

CDS_0002
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TemPhD_cluster 26410 27509:9654(+)

CDS_0031
CDS_0030 CDS_0002

TemPhD_cluster_44317 27470:9654(+)
CDS_0002

TemPhD_cluster_44254 27539:9675(+)
CDS_0031 CDS_0002

TemPhD_cluster_44301 27518:9654(+)
CDS_0002

TemPhD_cluster_33799 28081:10099(+)
CDS_0035 CDS_0002

TemPhD_cluster_44179 27946:9205(+)
CDS_0036 CDS_0037 CDS_0002

TemPhD_cluster_52280 28627:9215(+)

head maturation protease (CDS_0031)
CDS_0030 CDS_0025
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TemPhD_cluster_63488 16054:28728(-)
CDS_0002

TemPhD_cluster_44247 27668:9678(+)
CDS_0002

TemPhD_cluster_63399_ 27813:10099(+)
CDS_0002
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TemPhD_cluster_63448_ 27576:9211(+)
CDS_0025

TemPhD_cluster_63599 16057:28264(-)
CDS_0002 CDS_0003

TemPhD_cluster_16666 27374:9390(+)
CDS_0025 CDS_0024
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TemPhD_cluster_63792 15038:27424(-)

CDS_0002
| cbs_0003

TemPhD_cluster_44360 26902:9054(+)

CDS_0002
| cbs_0003

TemPhD_cluster_20044 26901:9054(+)
CDsS_0002 CDS_0003

TemPhD_cluster_ 43961 29231:11516(+)
DNA methyltransferase (CDS_0027) CDS_0025

—
TemPhD_cluster_63534 16190:28993(-)

CDS_002§ DNA methyltransferase (CDS_0026)
CDS_0027

|
!

TemPhD_cluster_63524 15622:28550(-)

€DS_0003
CDS.0002 | CDS.0004

TemPhD_cluster_38124 27713:9932(+)

DNA methyltransferase (CDS_0003)
CDS_0002

|
;

TemPhD_cluster_22942 27573:9984(+)
CDS_0002

TemPhD_cluster_38159 27498:10354(+)
CDS_0037 CDS_0002 CDS_0003

_—
TemPhD_cluster_33863 26848:9678(+)

CDS_0036
CDS_0035 | CDS_0037

—
TemPhD_cluster_28403 26555:7997(+)

CDS_0035
CDS 0034 | CDS_0036

TemPhD_cluster 52486 26908:7997(+)
CDS_0028 CDS_0027

_— I
TemPhD_cluster_63498 17247:29182(-)
CDS_0035 CDS_0036

—
TemPhD_cluster_44303 26408:7997(+)

CDS_0036
CDS_0035 | DNA methyltransferase (CDS_0037)

—
TemPhD_cluster_63257_ 26550:8003(+)

CDS 0036
CDS_0035 | CDS_0037

_—
TemPhD_cluster_63406_ 26408:7998(+)

CDS_0035
CDS_0034 T DNA methyltransferase (CDS_0036)

—
TemPhD_cluster_52353 26915:8003(+)

CDS_0033
CDS_0032 T DNA methyltransferase (CDS_0034)

TemPhD_cluster_26450 25363:8003(+)

phosphoadenosine phosphosulfate reductase (CDS_0036)

CDS_0035 CDS_0037

TemPhD_cluster_33790 26544:7997(+)
RNA-binding protein (CDS_0035) phosphoadenosine phosphosulfate reductase (CDS_0036)

TemPhD_cluster 63280 26222:8001(+)
CDS_0035 CDS_0036

—
TemPhD_cluster_11413 26449:8004(+)
CDS_0034 CDS_0035

—
TemPhD_cluster_11415 26449:9055(+)

DNA methyltransferase (CDS_0034)
RNA-binding protein (CDS_0033)

—
TemPhD_cluster_38162 26430:8003(+)

CDS_0033 cell division inhibitor (CDS_0035) Menshen__ NsnA (CDS_0003)
~ €DS_0034 CDS_0002 CDS 0004

i#

—
TemPhD_cluster_52135 28484:10023(+)
CDS_0002

TemPhD_cluster 51866 30284:11515(+)

CDS_0039 Menshen_NsnA (CDS_0003)
CDS_0038 | CDS 0040 CDS_0002 CDS_0004

TemPhD_cluster 63264 27191:8969(+)
Menshen_ NsnA (CDS_0003)

CDS_0002 CDS_0004

TemPhD_cluster_12172 28792:10020(+)
Menshen_ NsnA (CDS_0003)

CDS_0002 CDS_0004

TemPhD_cluster_28418 27741:10026(+)

Menshen__NsnA (CDS_0003)
CDS_0002 CDS_0004
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TemPhD_cluster_52337 27757:10026(+)
Menshen__NsnA (CDS_0003)

CDS_0002 CDS_0004

TemPhD_cluster_33771 28518:10026(+)

DNA methyltransi’grase (CDS_0038)
DNA methyltransferase (CDS_0037)
35 36 | 1 2

—
TemPhD_cluster_63439_ 25767:8540(+)

CDS_0002
CDS_0039 | cDs_0003

TemPhD_cluster_44055 29793:9252(+)
head maturation protease (CDS_0034) CDS_0037 CDS_0002

— I
TemPhD_cluster_28360 27213:9053(+)
CDS_0002

IMGVR_UViG_330001148 17000015|33CF01 1481]Ga0120927_10018]14248-42068 1:8462(+)
CDS_0002

IMGVR_UViG_2571042053_000024|2571042053|2571046760|90035-120885 1:11514(+)
CDS_0002

IMGVR_UViG_3300009944_000212|3300009944|Ga0133256_147240[123378-153633 1:9967(+)
RloC__RIoC (CDS_0002)

IMGVR_UViG_2588254092_000001|2588254092|2588306853|270288-302020 1:10617(+)
CDS_0002 CDS_0003

IMGVR_UVIG_2938192669_000004|293819266912938192674|12744-47405 1:11479(+)
CDS_0002

IMGVR_UViG_2909172862_000004|2909172862|2909172862|4450258-4481927 1:10098(+)
CDS_0002

IMGVR_UViG_2876499329_000001|2876499329|2876499337|60132-91625 1:9634(+)

CDS_0003
CDS_0002 | CDS_0004

IMGVR_UViG_3300029175_000051|3300029175|Ga0120257_100020|13319-43594 1:9232(+)

CDS_0002

IMGVR_UViG_2835346460_000014|2835346460/2835346464(14762-44038 1:8417(+)
CDS_0002 CDS_0003

IMGVR_UViG_2537562190_000021|2537562190|2537633042|319352-352796 1:11514(+)
CDS_0002 CDS_0003

IMGVR_UViG_2534681774_000038|2534681774|2534719486|15634-49076 1:11513(+)
CDS_0002 CDS_0003

IMGVR_UVIG_2526164629_000029|2526164629|2526181384(128179-161620 1:11416(+)
Menshen__NsnA (CDS_0002) CDS_0003

IMGVR_UViG_2802429251 000009|2802429251|2802452312|23573-55781 1:10005(+)

CDS_0003
CDS_0002 CDS_0004

IMGVR_UViG_2526164631_000042|2526164631|2526181520|15203-48640 1:11091(+)
CDS_0002 CDS_0003

IMGVR_UVIG_2695420643_000026|2695420643]2695459418(93581-127025 1:11514(+)

Retron_|_B__ATPase_TOPRIM_COG3593 (CDS_0003)
CDS_0002 CDS_0004

i+

IMGVR_UViG_3300048924 000074|3300048924|Ga0496121 0002047 1:10965(+)
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