
TemPhD_cluster_32917 20771:31506(+)

CDS_0029

excisionase (CDS_0030)
CDS_0031

CDS_0032
CDS_0033

CDS_0034

deoxyribonucleoside 5' monophosphate phosphatase (CDS_0035)

CDS_0036 CDS_0037
CDS_0038

CDS_0039

CDS_0040
Retron_VI__HTH (CDS_0041)

CDS_0042

transcriptional regulator (CDS_0043)

CDS_0044
primosomal protein (CDS_0045)

TemPhD_cluster_29867 20758:29496(+)

exonuclease recombination-associated (CDS_0035)
CDS_0036

TemPhD_cluster_50119 20758:31884(+)

CDS_0036
CDS_0037

CDS_0038

CDS_0039

transcriptional regulator (CDS_0043)

CDS_0044
transcriptional regulator (CDS_0045)

TemPhD_cluster_9236 20758:32520(+)

CDS_0036
CDS_0037

CDS_0038

CDS_0039 transcriptional regulator (CDS_0045)

TemPhD_cluster_29576 20758:31890(+)

CDS_0036
CDS_0037

CDS_0038

CDS_0039 transcriptional regulator (CDS_0045)

TemPhD_cluster_36407 22219:32762(+)

CDS_0031
CDS_0032

queuine tRNA-ribosyltransferase (CDS_0033)

CDS_0034 CDS_0037

CDS_0038

CDS_0039
CDS_0040

TemPhD_cluster_49980 20710:31977(+)

DNA methyltransferase (CDS_0029) CDS_0030 CDS_0033

CDS_0034

CDS_0035
CDS_0036

TemPhD_cluster_36373 20710:32333(+)

CDS_0029 CDS_0033

CDS_0034

CDS_0035
CDS_0036

TemPhD_cluster_23646_ 23009:31402(+)

CDS_0030 CDS_0031 CDS_0034

TemPhD_cluster_22728 23009:31737(+)

CDS_0034 replication protein (CDS_0040) CDS_0041

TemPhD_cluster_23604_ 23009:32103(+)

CDS_0034

TemPhD_cluster_26043 16411:30430(+)

tail fiber protein (CDS_0022)
tail fiber assembly protein (CDS_0023)

TTSS-2 secreted effectors (VF0947) (CDS_0024)

CDS_0025
CDS_0026

CDS_0027
CDS_0030

CDS_0031

deoxyribonucleoside 5' monophosphate phosphatase (CDS_0032)

CDS_0034

TemPhD_cluster_32987 16411:30265(+)

CDS_0028
CDS_0029

CDS_0030
CDS_0031

exonuclease recombination-associated (CDS_0033)

CDS_0034

TemPhD_cluster_61109 17973:29414(+)

CDS_0024
CDS_0025

CDS_0026
CDS_0027

CDS_0031
DNA methyltransferase (CDS_0032)

CDS_0033 CDS_0036
CDS_0037

CDS_0038

5000 nt
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