endolysin (CDS_0028)
holin (CDS 0027) 30 32 35
tail protein (CDS_0022) 2324 2526 | | 29 (3113334 36

.
)
N}
o
N
=

c
<

g
X
o
]
o
[
[N
w
=
o
™)
~
[N}
~

=
+

o . )

holin (CDS_0025)
26 28
22 2324 | [27]29 30 31

<
Q
<
(9]
m
z
o
<
m
o
N
=
w
i)
=
N
=
o
el
~
=
N
9]
9]
W
=
n

)

holin (CDS_0027)
28 30
24 2526 | [29] 31 32 33

<
)
s
©
m
z
O
<
m
(@}
]
N
x
N
N
NS
[N
[N
w
e
o
N
o
0
@©
o

(+)

25
23 24 [2627

ivig 3212 11759:23868(+)

endolysin (CDS_0026)
holin (CDS_0025)
22 2324 | 2728 29

iA

c
<

(3
o~
S
iy
©
®
i
=
i~
~
S
N
o~
N
%
e}

£ : ()

endolysin (CDS_0026)
holin (CDS_0025)

22 2324 [ | 2728 29
MGV-GENOME-0199980 11142:26152(+)
CDS_0023
cDbs 0024
CDS_0022 | CDS_0025
MGV-GENOME-0183844 11142:23442(+)

endolysin (CDS_0028)
holin (CDS_0627) 29 31
24 25 26 [ | [30[32 33

<
Q
s
()
m
z
o
<
m
o
[N]
o
~
N
EN
)
[N
[N
o
~
N
)
N
o
po)
n

)
23 24 2526 27 28

c
<

a
b4
o
=
©
~
=
[N
o
~l
®
N
a1
=
~
)

g B (+)

CDS_0024 CDS_0026
CDS_0023CDS_0025

<
(9)
s
(a)
m
z
o
<
m
o
=
©
~
[N}
<
s
N
=
o
N
©
N
[N}
~
©
[N}

+)

HNH endonuclease (CDS_0028)
holin (CDS_0027) HNH endonuclease (CDS_0030)
24 2526 |

N
el

<
Q
<
(®)
m
z
)
<
m
o
[N]
=
S
a
[oN
[
[N
=
)
o
N
[N)
(o
S
o
&
-

l#

)

HNH endonuclease (CDS_0029)
25 2627 28 terminase small subunit (CDS_0030)

c
<

ga

9]
®
0
(5]
®
~
-
[N
®
D
(e}
N
%]
[
()
N

l#
|

U B (+)

CDS_0024
CDS_0023
CDS_0022 | terminase small subunit (CDS_0025)

<
Q
=
(9]
@
z
o
<
m
o
=
o
N
o
o)
s
N
o
Nl
~
iy
N
N
©
%)
N}

(+)
transcriptional regulator (CDS_0031)

holin (CDS_0026) 32 34
23 2425 | 27 28 29 30 133735
MGV-GENOME-0295831 11283:30446(+) - g

transcriptional regulator (CDS_0027)

CDS_0033
CDS_0032

CDS_0023 CDS 0029] |  €Ds 0035
| cDs.0024 €DS 0025 DS_0028 CDS_0034

IMGVR_UViG_3300008103_000029|3300008103|Ga0114180_100581 11860:27958(+)

CDS_0030
CDS_0027
CDS_0022 CDS 0023 CDS 0024 CDS.0026 | CDS.0031

IMGVR_UViG_3300045988_115120|3300045988|Ga0495776_071119 10574:27009(+)

CDS_0022 CDS_0023 CDS_0024 CDS_0030

<
Q
b
()
m
z
o
<
m
o
]
~
foe}
N
~
Nl
[
o
G
~
N
N
~
o
o
P
n

)

CDS 0023
CDS 0024 CDS.0025 CDS 0026

MGV-GENOME-0294587 11435:28114(+)

CDS_0023
CDS 0024 CDS.0025 CDS 0026

IMGVR_UViG_3300045988_110226|3300045988|Ga0495776_186651 11435:28114(+)

holin (CDS_0027)
24 25 26 28 29

!%

IMGVR_UViG_3300045988_102960|3300045988|Ga0495776_179585 11969:29382(+)

32
23 24 25 26 27 28 31

uvig_565510 11440:29335(+)

CDS_0025
CDS_0024T CDS_0026 CDS_0027 transcriptional regulator (CDS_0029)

MGV-GENOME-0278444 11311:28264(+)
holin (CDS_0026)
2;
23 24 endolysin (CDS_0027) 28 29
L | —
MGV-GENOME-0331317 11282:30151(+)

endolysin (CDS_0027)
22 23 24 25 26 28 29

!#

IMGVR_UViG_3300045988_052124|3300045988|Ga0495776_099795 10971:30875(+)

endolysin (CDS_0027)
holin (C DS_0626)

17 tail protein (CDS_0021) 23 24 25 | | 28 29 30
I, R, @@ @& A HO-PHED
MGV-GENOME-0350574 10997:29819(+)
CDS_0023
"] CDS.0024 CDS 0025 CDS_0033

MGV-GENOME-0274116 11283:27998(+)

endolysin (CDS_0027)
holin (CDS_0026)
23 24 25 | 28 29

!%

uvig 382129 11283:30927(+)

endolysin (CDS_0027)
holin (CDS_0026)
23 24 25 | 28 29 30

!%

uvig_368397 11283:31019(+)

multidrug efflux MATE transporter NorM (NFO00263.1) (CDS_0027)
endolysin (CDS_0026)
holin (CDS_0025)
23 24 |

N
©

c
<

(5
N
0
w
W
@
N
[
N}
©
@w
)
0
w
@w
a

!ﬂ

+)

endolysin (CDS_0028)
holin (CDS_0027)
2324 25 26 | 29 30

!%

%)
>
=~
o

°
o
=
o
<
N
o
=
[oe]
w
o
b
[oN
=
N
[es]
o
~
~
=z
@]
)
M
N
(531
[
=1

@
9
S
i
0
o
o
=
o
Q
<
(N
[oN
o
(oo}
o
~
N
oo}
o
=
[N
N
w
o~
(o8]
o
N
N
jos}

- _cov_165. g (+)

endolysin (CDS_0027)
holin (CDS_0026)

23 24 25 | | 28 29
I — S I By S e G e S G Ve V) B
SAMN11893768 _al ct724 11436:30150(+)

CDS_0023CDS_0024
MGV-GENOME-0257858 11283:24791(+) o

CDS_0030
CDS_0023 CDS_0029 CDS_0031

QOTU_2709 11283:25291(+)
holin (CDS_0026)

23 2425 | 27 31
0 I, P IDE@HES—— @D

uvig 109492 10883:26119(+)

7000 nt 1

DNA, RNA and nucleotide metabolism head and packaging lysis tail transcriptionregulation unknown function AMR
N — N I



