holin (CDS_0042) DNA polymerase processivity factor (CDS_0058)

33 38 47 50 54 65
3134 39 41 45 485153 56 61 66
B2 35  3637] 40|43 44]46[]49]52[55] 57 59 60 |62 6364|6768

uvig 40476 24545:47955(+)

endolysir1(£DS_0040)
holin (CDS_0042) DNA polymerase processivity factor (CDS_0058)

38 47 50 54
39 45 285153 56

3637] | 41143 44[46[9]52[|55[ 57 | 5960

Han_2018_ERR1398175_NODE_294 length_63682_cov_5.188693 24588:44860(+)

Reverse transcriptase (CDS_0036)
enaolysin (CDS_0041)
holin (CDS_0043)

40 DNA polymerase processivity factor (CDS_0059)
38('L 48 51 55
3 46 495254 57 DNA polymerase (CDS_0064)
37]| | 4244 45[47|[50]53[[56 [ 58 60 61 62 63 65 67 68
A

uvig 171405 24592:55504(+)
holin (CDS_0043)

40 DNA polymerase processivity factor (CDS_0059)
38l 4851 55
39 42 46 495254 57
3637]| 41 T| 44 45]47|50[53[|s6 | 58 6061

MGV-GENOME-0338355 24592:45465(+)
holin (CDS_0041) DNA polymerase processivity factor (CDS_0057)

37 46 49 53
38 40 44 2475057 55
3536] 39 [ |42 43[45[[a8]51[[54] 56 5859 60

MGV-GENOME-0339804 24590:46567(+)

DNA polymerase processivity factor (CDS_0057)
holin (CDS_0041) 48

37 50 53
38 40 44 45545 57 55
3536] 39 [ |42 43[4547]|51][54] 56 58
MGV-GENOME-0349393 24590:44999(+)
holin (CDS_0042) 49
38 L51 54
39 41 45 47 0 53 56
36371 40 [ |43 44[4648[[52[ |55 57
MGV-GENOME-0342602 24591:43015(+)

DNA polymerase processivity factor (CDS_0058)
holin (CDS_0042) 49

38 L51 54
39 41 45 4750 53 56

3637[ 40 [ |43 44]4648]|52[[55] 57 | 59 64 67

MGV-GENOME-0351568 24590:44648(+)

DNA polymerase processivity factor (CDS_0058)
holin (CDS_0042) 49

38 L51 54 Retron_|_B_ATPase TOPRIM_COG3593 (CDS_0063)
39 1 45 4750 53 56 Sigma M (VF0822) (CDS_0066)
3637] 40 T |43 44|4648]|52[|55] 57 59 60 61 62 | 646567 68 69 70 71

uvig 52334 24590:60654(+)

ABC-F type ribosomal protection protein OptrA (NFO00514.1) (CDS_0079)

Reverse transcriptase (CDS_0036) mupirocin-resistant isoleucine--tRNA ligase MupA (NFO00257.1) (CDS_0069)
endolysin (CDS_0040) ABC-type heme transporter (VFO739) (CDS_0076)
holin (CDS_0042) DNA polymerase processivity factor (CDS_0058) HAD—suE&famin hydrolaée (CDS_0078)
38 47 50 54 CD0873 (VF0593) (CDS_0074)
39 45 485153 56 66 hydrolase (CDS_0072)
37] | 41] 43 44]46|9[52[|55] 57 59 60 61 62 63 64 65 [67 68 7071 | 73 | 75 77 80
)

uvig 479468 24588:72016(+)

ABC-F type ribosomal protection protein OptrA (NFO00514.1) (CDS_0079)

Reverse transcriptase (CDS_0037) mupirocin-resistant isoleucine--tRNA ligase MupA (NF000257.1) (CDS_0069)
endolysin (CDS_0041) ABC-type heme transporter (VF0739) (CDS_0076)
holin (CDS_0043) DNA polymerase processivity factor (CDS_0058) HAD-superfamily hydrolase (CDS_0078)
39 4851 54 CD0873 (VF0593) (CDS_0074)
40 46 [50 53 56 66 hydrolase (CDS_0072)
38| | 42 44 45]4749|52[|55[ 57 59 60 61 62 63 64 65 |67 68 7071 [ 73 | 75 77 Jintegrase (CDS_0080)

uvig 436952 24593:71034(+)

vancomycin resistance response regulator transcription factor VanR-B (NFO00402.1) (CDS_0056)
glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0072)
HitABC (VF0268) (CDS_0060)
DNA invertase (CDS_0068)

holin (CDS_0041) 47 DinG_IV-A_2 (CDS_0063)
37 44 [49 52 integrase (CDS_0067)
38 40 4548 51 54 61 65 integrase (CDS_0069) |73 77
3536] 39 [ |42 43|46]|50[ 53] 55 |57 58 59 || 62 6466 | | 70 71 |[747576 178 79 80 81 82 83 86

uvig 585929 24588:69738(+)

CDS_0036 CDS_0038
" |cDs_0037]

DO

SAMEA2737678_al_ct108921 vs1 24588:33628(+)
CDS_0036

DRED-HONED

MGV-GENOME-0326812 24588:30698(+)

CDS_0037
CDS_0036]

DNEDCTHKAMND

MGV-GENOME-0328240 24590:32798(+)
CDS_0035

DAED-GIMNE

MGV-GENOME-0316364 24588:30750(+)
F——10000 nt——
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