Retron_VI_HTH (CDS_0034)

endolysin (CDS_OOSO)T SspBCDE__SspD (CDS_0044)
28 transposase (CDS_0035) 46
129 31 32 33| 3637383940 41 42 43 | 45 [47 MuGam-like end protection (CDS_0048)
MG\/—GENOME—027658-O 20991:32902(+)
37 43
36 [38 39 40 41 a4 48

D OB HHED@E—H—EHTD—DICHDDED

uvig_291093 20991:33&?26(+)

CDS_0044
CDS 0034 CDS_0038 CDS _T()To43
CDS_0029 CDS_0037CDS_0039 CDS_0042

PO OB IDEDDETD—H_IWDOED

\MGVR,UViG,SSOOOZ‘M1-47000265|3300029414\Ga0243798,1OOO44\2089977247539 20782:30565(+)

CDS_0037

PO OB DD IINDOED

\MGVR,UViG,330002942-O,000299|33OOO?420\6302438037100413\31926—69313 20782:29410(+)

CDS_0039
CDS_0038 | CDS_0040

DCC OB DT IDEED

\MGVR_UViG_SSOOOZ‘??s-AL&OOOOS1|3300029348\Ga0243800_1OO786 21015:32190(+)

CDS_0037

V) Wy B

\MG\/R,UViG,33OOOQ935-67000229|3300029356\Ga02437‘?77100308\31827-68317 20782:28513(+)

CDS_0037

PO OB DD _INDOED

\MGVR,UVi67330002977-17000272|3300029771\G30243801,100169\2736954 20782:28975(+)

CDS_0036

DCC OB HHEDD—L_IIBDED

\MGVR,UViG,33OOO297337000275|33OOOE33\Ga0245176,100386\5390*42864 20991:29790(+)

CDS_0037
CDS_0036 | CDS 0038 primosomal protein (CDS_0046)

e OB IHED-C-EEDL DB

\MGVR_UViG_33000297-10_000113|3300029710\GaOZ452337100856 20978:32336(+)

Trigger factor (VF1056) (CDS_0040) O-antigen (VF0392) (CDS_0045)
FeoAB (VF0160) (CDS_0044)
38 39 41 42 43 \ 46
- I I S —
uvig 445848 21015:39563(+)
CDS_0037

CDS_0036 CDS_0039

DCC OB HHEDD-DIDBDD

\MGVR_UViG_SSOOO459-88_063343|3300045988\Ga04957767083993 20979:28985(+)

CDS 0035 CDS 0038
CDs_0036

DCL_ OB IHHEE-DIDED DD

\MGVR,UViG,33OOO459-887056373|3300045988\Ga049577é,146289 20992:28305(+)

CDS_0036 CDS_0038
cbs_0037

POl BCIHED-GEHKDIED D

MGV—GENOME*O3O324TS 20979:28823(+)

CDS_0036
CDS_003%4

DCL OB H-DIEDHOED

IMGVR_UViG_3300045988_057707|3300045988|Ga0495776_062530 20979:27519(+)
CDS_0035

DO O 1BEDDOED

IMGVR_UViG_3300045988_185311|3300045988|Ga0495776_185921(6934-42612 21429:27706(+)

CDS_0034
| cDs 0036

PO OB IH-DIEDEEED

IMGVR_UViG_3300045988_051953|3300045988|Ga0495776_125633 20979:27426(+)

CDS_0036
CDS_0035 CDS_0037 CDS_0038
MGV-GENOME-0328276 20940:34092(+)
CDS_ 0035

DCC OB IHHED-EHIEHPDED

uvig_399346 20940:293-83(+)

endolysin (CDS_0033) CDS_0040
CDS_0032 CDS_0039

POL D HHED-GPDIDEDDD

\MGVR?UViGJOOOOOO’;SBfOOO152|7OOOOOOS33\SRSOSO925,LANLiscaffo\d73éé42 21687:29431(+)

DNA topoisomerase Il large subunit (CDS_0037)
| cps_0038

PO OB IHED—-ADNCEDDD

MGV-GENOME-O30826-5 21681:29815(+)

CDS_0040
CDS_0039

PO OB IHED-@PHICEDDD

\MGVR,UViG,33OOO459-887070662|33OOO45988\GaO4957767182210 21687:29636(+)

CDS_0039
] €Ds_0040

PO OB IDHEDGORCEDDD

MGV*GENOME*OZéléAE 21687:29284(+)

CDS_0040
CDS_0039[

PO OB D@ DHCEDDD

\MGVR,UViG,SBOOO45;887089116|3300045988\Ga049577é,125757 21687:30068(+)

CDS_0038
| cDs_0039

DU OB HHEHDNICEDDED

uvig_378336 21586:291-11(+)

CDS_0039
| cps_0040

PO OB IHEDHDEDEDDD

MG\/-GENOME-O25330-2 21687:29224(+)

CDS_0040
CDS_0039

PO OB DHTED-E@-DHPEDDD

\MGVR7UViGi3SOOO459-887078918|3300045988\GaO4957767173108 21687:29902(+)

CDS_0039
T cDs 0040

PO OB IDHEDDD-CED DD

\MGVR_UViG_33000459-88_081032|3300045988\GaO4957767044895 21687:29304(+)

CDS_0039

PO OB DHEDPHCEDDD

\MGVR,UViG,33OOO45;887061146|33OOO45988\Ga04957767016079 21687:29013(+)
CDS_0039

DO OB IDHED-RICEDDD

\MGVR,UViG,SBOOO45;88,077911|3300045988\Ga049577é,182124 21687:28846(+)

39 40 41 42 43

PO OB DHED-GEHEEEHHIDDD-DD

\MGVR7UViGi33OOO145?067000111|33OOO14806\63013438871000361 21687:31987(+)

CDS_0039
CDS_0038 CDS_0040

PO OB IHHEATTTOEDIIIIED DD

\MGVR_UViG_SSOOOO7;91_000140|3300007991\G30105643_100681 21624:31160(+)

3940 41 42 43 44

PO OB H D@ C@E—PHCEDDD

MGV-GENOME-O32751-6> 21687:34195(+)

CDS_0037 CDS_0039
endolysin (CDS_0031) CDS_0038

DO OB IHEDAEHDRDEDLD

\MGVR,UViG,33OOOZ97-667000081|33OOOZ9766\6302428097101059 21674:30055(+)

RecJ-like ssDNA exonuclease (CDS_0038)
CDS_0037 CDS_0039

DO OB IHMED——CTHORCEDDD

\MGVR_UViG_33000085-99_OOO141|3300008599\G30111091,100469 21674:31355(+)

CDS_0035 CDS_0037

PRCL OB AT DDICEDD!

IMGVR_UViG_3300045988_069202|3300045988|Ga0495776_015744 21437:28508(+)

CDS_0036
CDS_0035

POCL OB IDENIDEDDD

IMGVR_UViG_3300029330_000290|3300029330|Ga0242808_100836(6757-42792 21438:27956(+)

CDS_0038  CDS_0040
CDS.0037  [CDS_0039

POL OB DDA @-CHRCODDD

\MGVR_UViG_33000297-90_OOO320|3300029790\GaO242825,1000QO3\ 1-41455 21674:33375(+)

CDS_0038
CDS_0037 CDS_0039 CDS_0040

PO OB MDA ——DDCEDDD

\MG\/R,UViG,SBOOOZ‘?ZSZOOO142|3300029437\Ga024282671000827 21674:33728(+)

CDS_0039 CDS_0040

DO OB IRDIHDDDEED

IMGVR_UViG_3300029445_000486|3300029445|Ga0243741_1000826(9587-44786 21682:28111(+)
CDS_0038 CDS_0039

DO OB IDWBDEDED

IMGVR_UViG_3300029795_000415|3300029795|Ga0243742_1000700[4424-39315 21440:27803(+)

VirR/VirS (VF0791) (CDS_0040)
RegX3 (VF0858) (CDS_0039)
DNA invertase (CDS_0038) ‘

37 | 41 42 43 44 45 46

- I
Han_2018_ERR1398139_NODE_136_length 47696 _cov_5.405554 21675:39605(+)

CDS_0037

DU OB DO FHODOOE

\MG\/RﬁUVinS3OOOQ9’;397000388|33OOO29339\Ga024282371000144\29096768024 21674:31714(+)

SspBCDE__SspD (CDS_0037)

PO OB IDHEDEDEDDEID

\MGVR,UViG_SSOOO459-88_054651|3300045988\GaO49577é,154398 21678:29456(+)

SspBCDE__SspD (CDS_0039)

PO OB DHEDEDED-DOED

- I
MGV-GENOME-0268911 21677:29550(+)
CDS_0039 CDS_0040

PO OB IHHTD-EESHED-DOED

\MGVR,UVi6733000297027000303|3300029702\Ga0245265,100819\2737428 21684:30209(+)

37 38 39 4041

PO OB DHED—GE@EEEI-DI_EDDD

\MGVR,UViG,33000O73-53,0000BOI33000O7353\630104758,100543 21674:32178(+)

CDS_0038
CDS 0037 | CDS_0039

DO OB IHMEDEHDI_EDDD

\MGVR_UViG_SSOOO459-88_055206|3SOOO45988\Ga04957767126503 21674:30315(+)

CDS_0038

B TED-DNEDEDED

\MGVR,UViE,33OOO45988,057532|3300045988\Ga04957767015145 22597:28931(+)
CDS_0036

D IMTEDDEDDOED

MG\/*GENOT/\E74412876 22586:28577(+)

SbcD-like subunit of palindrome specific endonuclease (CDS_0037)
CDS_0036 CDS_0039

MG\/—GENOTAE*OSOlQé‘? 23271:34639(+)
CDS_0038

DCEDORPDDEED

MG\/—GENO-ME70252173 22597:28828(+)

CDS_0038 CDS_0041

B TEDIHIEDPEEDED

\MG\/R,U\/iE,SBOOO45988,054535|33OOO45988\Ga04957767127045 22586:29666(+)
CDS_0039 CDS_0040

B OMTEDOMED DDED

MG\/*GENO-MEfOSONZé 23276:29640(+)

CDS_0038 CDS_0040

B O-DE-EHPEED

\MG\/R,UViE,3300045988,048978|3300045988\Ga0495776,127472 23283:29700(+)
CDS_0038

B O{ED-DE-ODDOED

\MGVR,UViE,SBOOOAB988705637O|3300045988\GaO4957767044375 23273:29982(+)

CDS_0039
‘| cps.0041

ECIHED-DO-EOBDIDED

\MGVR?UVi5733000459887078027|3300045988\Ga04957767148062 23277:30755(+)

CDS_0038

B O{ED-HEODDDEED

IMGVR UViE_SSOOO45988 054824|3300045988|Ga0495776_044483 23273:30021(+)

SspBCDE__SspD (CDS_0037)

EHTED-PEEOEED

- I
MGV-GENOME-0251511 22600:29201(+)
CDS_0033 SspBCDE__SspD (CDS_0038)

B TEDIEDEDDEED

\MGVR,UVi-G,SSOOO459887069333I3SOOO45988\GaO4957767015725 23277:29798(+)

SspBCDE__SspD (CDS_0037)

ECIHED-HEDEDDOED

\MGVR,UViEf33OOO45988,049737|33OOO45988\Ga04957767086884 22598:29199(+)
SspBCDE__SspD (CDS_0013)

0, v RV B Ve b

- —
MGV-GENOME-0207921 3671:10284(-)

SspBCDE__SspD (CDS_0040)

B IHHED-HED DO

- —
MGV-GENOME-0250950 23280:30459(+)

replication initiation protein (CDS_0045)
SspBCDE__SspD (CDS_0040) DnaC-like helicase loader (CDS_0046)

EXO{TED-HED DOEEDT D

\MG\/R,UViE_33000459887052096|3300045988\GaO4957767015684 23280:31352(+)

CDS0033  CDS_0038

DCHEDOIDOEDED

\MG\/R,UViE,33OOO459887065905|33OOO45988\Ga0495776,126955 22582:29629(+)
AdsA (VF0422) (CDS_0051)

39 40 41 42 43 44 45 46 47 48 49 50 52
POC OB HH DD EK aH - - ¢ETHPICEDDD
I

uvig_535544 21684:44517(+)

anaerobic ribonucleotide reductase small subunit (CDS_0043)
antitoxin from a toxin-antitoxin system (CDS_0046)
anaerobic ribonucleoside reductase large subunit (ﬁ_0044)

D-alanine-polyphosphoribitol ligase DItA (VFO795) (CDS_0035) O-antigen (VF0392) (CD$70045)
Lysine synthesis (VF0815) (CDS_0037) dUTPase (CDS_0042)

| 36 38 39 40 41 ‘ 47 48 49 50 51 52 53

D OB IH DI 0

- |
uvig 202277 20991:48186(+)

k 10000 nt 1
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