unknown function (CDS_0028)
tail length tape measure protein (CDS_0017) 21 23 cysH_IV-B_1(CDS_0032)
16 18 19 20[22] 24 252627 29 30 31 33
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18-

MGV-GENOME-0167315 10087:21918(+)

22
21 T@ 24 unknown function (CDS_0025)

MGV-GENOME-0162997 10087:21320(+)

DNA methyltransferase (CDS_0024)
29
21 22 23 | 252627 28] 30 313233 unknown function (CDS_0034)
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MGV-GENOME-0187649 10319:24971(+)

26
19 20 23 24 ZJSTQZB unknown function (CDS_0029)

MGV-GENOME-0171253 10088:22478(+)

24
22 23 T 25 26 unknown function (CDS_0027)

MGV-GENOME-0170911 10316:22428(+)

21
14 15 19 20| 22 232425 unknown function (CDS_0026)

MGV-GENOME-0163864 8928:21441(+)

unknown function (CDS_0021)
CDS_i0026

uvig_365258 9476:19804(+)
27 endolysin (CDS_0030) 33

2 2324 25 267 28 29 3132] 34 35 36 unknown function (CDS_0037)
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MGV-GENOME-0206106 10288:28178(+)
27 30
22 2324 25 26 2829] 31 32 33 unknown function (CDS_0034)

MGV-GENOME-0195625 10288:26301(+)

26 endolysin (CDS_0029) 32
23 24 257 27 28 30 31] 33 343536 unknown function (CDS_0037)
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N

MGV-GENOME-0205073 10260:27984(+)

27 endolysin (CDS_0030)
22 2324 25 26 28 29 31 32
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MGV-GENOME-0198784 10286:26861(+)

27 endolysin (CDS_0030)
22 23 24 25 26T 28 29 31 32

w
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MGV-GENOME-0192164 10285:26213(+)

27 endolysin (CDS_0031)
22 23 24 25 26 28 29 30 32 33 unknown function (CDS_0034)
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MGV-GENOME-0221922 10286:28055(+)
endolysin (CDS_0031)

22 23 24 25 2627 28 29 30 unknown function (CDS_0032)
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MGV-GENOME-0273473 10316:27127(+)

27
22 23 24 25 26T 28 29 30 endolysin(CDS_0031) 36

MGV-GENOME-0189780 10316:26218(+)

CDS_0023 RT_III-AM_I1I-B_2 (CDS_0025)
CDS 0022 €Dbs _0024

¥
|

MGV-GENOME-0175959 10316:23162(+)

CDS_0023 RT_lII-AM_I11-B_2 (CDS_0025)
CDS 0022 CDS _0024

¥
|

MGV-GENOME-0170526 10319:22869(+)

24
22 23T 25 26 27 unknown function (CDS_0028)

MGV-GENOME-0174408 10286:22930(+)
22 23 24 25 26 unknown function (CDS_0027)

MGV-GENOME-0175187 10283:23043(+)

29
22 23 24 2526 27 28] 30 31 32 unknown function (CDS_0033)

MGV-GENOME-0187282 10285:24914(+)

CDS_0023
CDS_0022 | unknown function (CDS_0024)

MGV-GENOME-0168392 10283:22075(+)
CDS_0022

MGV-GENOME-0156855 10319:20500(+)

DNA methyltransferase (CDS_0024)
27
22 23 | 2526 [282930 31 32 unknown function (CDS_0033)
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MGV-GENOME-0189130 10279:25210(+)
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