structural protein (CDS_0041) HNH endonuclease (CDS_0048) DNA methyltransferase (CDS_0055)

42 43 44 45 46 47 49 50 51 52 53 54 56 57 58 59 60 61
IMGVR_UViG_3300014546_000001|3300014546|Ga0134410_100223 28034:42246(+)
HNH endonuclease (CDS_0048) 49 50 51 52 53 DNA methyltransferase (CDS_0054)
IMGVR _UViG_330001470%9_000010|3300014709|Ga0134424 100110 28129:41806(+)
virion structural protein (CDS_0042) HNH endonuclease (CDS_0053) 59
43 48 49 50 51 52 54 55 56 57 SST@ 61 62 63 DNA methyltransferase (CDS_0064)

O O {1 O EROAHETODEES) OB OO0 D

Shkoporov_2019_SRR9161502_NODE_409_length_43521_cov_30.148898 27652:43519(+)

62
52 53 54 55 56 5758 59 60 61TQ 64 65 DNA methyltransferase (CDS_0066)

OO0 —ES O DED DOEOBPDEDD T OPOODL

IMGVR_UViG_3300045988_172815|3300045988|Ga0495776_139431 31237:43592(+)

virion structural protein (CDS_0041) 52 55
42 47 48 49 50 51| 53 54| 56 575859 60 61 62 DNA methyltransferase (CDS_0063)

O  XHEOCHKEEEHOCHEB O DESCHEOED— DB OO0

SAMEA2737776_b1_ct89_vs2 27803:43327(+)

55
47 48 49 50 5152 53 54| 56 575859 60 61 62 DNA methyltransferase (CDS_0063)

£ X HD @GO - EDEDEOED—ED- OO n D

MGV-GENOME-0285933 27824:43372(+)

55
47 48 49 50 5152 53 54T 56 575859 60 61 62 DNA methyltransferase (CDS_0063)

o XGOS EDEOED—0-D OO

IMGVR_UViG_3300045988_171152|3300045988|Ga0495776_019684 27824:43372(+)

55)
47 48 49 50 5152 53 54T 56 575859 60 61 62 DNA methyltransferase (CDS_0063)

O  X(HE—@E-EEED-CHEB O DO —BD- B OO

IMGVR_UViG_3300045988_170158|3300045988|Ga0495776_020388 27824:43588(+)

56
43 4849 50 51 52 53 5455|5758

O e O W e D e O 7,0 o DO B /B I, B I I I,

IMGVR_UViG_3300045988_175755|3300045988|Ga0495776_128633 26021:39338(+)

57
45 46 47 48 49 5051 52 5354 55 56T5§59@ DNA methyltransferase (CDS_0061)

O  —O-dAdEHCH OB OB DO OO0 D

IMGVR_UViG_3300006464_000016|3300006464|Ga0100221 1000541 27485:42687(+)

50
45 46 47 48 49| 51 5253 DNA methyltransferase (CDS_0054)

O —O-AHKCHTOEEO DO OPIOIDD! D

IMGVR_UViG_3300045988_169580|3300045988|Ga0495776_128139 27485:39155(+)

50 51 5253 DNA methyltransferase (CDS_0054)

e D e e W I, R, b N B R,

MGV-GENOME-0262515 30952:38896(+)

HNH endonuclease (CDS_0044)
43 45 46 47 48 49 50 51 56

D -0 —ADOSDIDEIPIDIOD

MGV-GENOME-0259829 25433:38415(+)

HNH endonuclease (CDS_0044)
43 45 46 47 48 49 50

O OO — A OBODDROEOD

MGV-GENOME-0257636 25433:38042(+)

HNH endonuclease (CDS_0045) 50
44 46 47 48 49 5152 53 5455

o /D — R OPESOOEDEDRDEDL

IMGVR_UViG_3300045988_176877|3300045988|Ga0495776_026097 25428:39516(+)

HNH endonuclease (CDS_0044) 49
43 45 46 47 48] 5051 52 5354

O {0 —OPEESODEDEDEDOD

uvig 21470 25433:39749(+)

HNH endonuclease (CDS_0044) 49
43 45 46 47 48T 50 51 52 5354

£ DD —ASOPETDODEDEDEIDEE i

MGV-GENOME-0267246 25433:39749(+)
HNH endonuclease (CDS_0058)

56
42 47 48 49 50 51 525354 55 |57 59

O D {P{O- S B {OEODSODESD DD

IMGVR_UViG_3300045988_170927|3300045988|Ga0495776_085683 26241:38487(+)

HNH endonuclease (CDS_0051)
41 47 48 49 50 52 53545556 57 5859 60 61

[ 0 —D 1 PO DD —OBEEHDEIOD

uvig 376496 27730:43583(+)

48 50 51 5253 54 5556 57 58

) OSSO ODEDHODEDIDD D

MGV-GENOME-0272611 31442:40787(+)

CDS_0043 CDS_0047 RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0048)

[ =0 b s W B W N, O, B O, I

uvig 36805 26830:37502(+)

DNA methyltransferase (CDS_0064)
DNA methyltransferase (CDS_0057)
48 49 5051 52 53 54 55756T58 59 60 6162 63 69

@-d@@@-@ S D e)— )OO0 - DD DEDEDDIED

OTU_1606 32097:42991(+)
} 6000 nt i

DNA, RNA and nucleotide metabolism head and packaging other tail unknown function Defence
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