holin (CDS_0020)
CDS_0017 CDS_0019
endolysin (CDS_0018) CDS_0021 CDS_0022
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MGV-GENOME-0118640 14295:17126(+)
CDS_0001

GV-GENOME-0111158 3:2821(-)
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CDS_0024CDS_0025

GV-GENOME-0152710 17277:20852(+)

CDS_0023 CDS_0027
T CDS_0025 CDS_0026 CDS_0028
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MGV-GENOME-0159570 17275:21754(+)
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MGV-GENOME-0161157 17205:21970(+)

Hoc-like head decoration (CDS_0017)
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MGV-GENOME-0166690 14987:22736(+)

nucleoside 2-deoxyribosyltransferase (CDS_0027)
endolysin (CDS_0020) 24 25 26 28 29
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MGV-GENOME-0176892 17206:24203(+)

toxin-antitoxin system HicB-like (CDS_0026)
DNA binding protein (CDS_0027)
CDS_0025 I CDS_0028

MGV-GENOME-0161214 17760:21979(+)

toxin-antitoxin system HicB-like (CDS_0026)
CDS_0025 CDS_0027

MGV-GENOME-0151004 17236:20621(+)

toxin-antitoxin system HicB-like (CDS_0026)
CDS_0025

MGV-GENOME-0144049 16626:19753(+)

toxin-antitoxin system HicB-like (CDS_0003)
5 4 transposase (CDS_0002) 1

MGV-GENOME-0130576 3:5307(-)

toxin-antitoxin system HicB-like (CDS_0003)
5 4 transposase (CDS_0002) 1
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MGV-GENOME-0127599 1:5420(-)

toxin-antitoxin system HicB-like (CDS_0003)
51 4 transposase (CDS_0002) 1
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MGV-GENOME-0127113 1:5073(-)

toxin-antitoxin system HicB-like (CDS_0027)
25 26 transposase (CDS_0028) 29

MGV-GENOME-0166223 17632:22673(+)

toxin-antitoxin system HicB-like (CDS_0024)
CDS_0023 | transposase (CDS_0025)CDS_0026

MGV-GENOME-0135033 14094:18733(+)

toxin-antitoxin system HicB-like (CDS_0024)
transposase (CDS_0025)
22 23 26
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MGV-GENOME-0136618 14034:18902(+)

toxin-antitoxin system HicB-like (CDS_0024)
CDS_0023 transposase (CDS_0025)  phosphoesterase (CDS_0026)
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MGV-GENOME-0148212 14604:20069(+)

toxin-antitoxin system HicB-like (CDS_0020)
CDS_0019 | transposase (CDS_0021)DNA binding protein (CDS_0022)

MGV-GENOME-0119228 12365:17153(+)

toxin-antitoxin system HicB-like (CDS_0026) CDS_0028
CDS 0025 | transposase (CDS 0027) |

MGV-GENOME-0169891 17188:21884(+)

toxin-antitoxin system HicB-like (CDS_0027)
toxin (CDS_0025)
26 transposase (CDS_0028) 29 30 31
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uvig_194730 16543:24534(+)

toxin-antitoxin system HicB-like (CDS_0027)
25 26 transposase (CDS_0028) 29 30

MGV-GENOME-0170252 17631:23232(+)

toxin-antitoxin system HicB-like (CDS_0026)
25) transposase (CDS_0027) 28 29

MGV-GENOME-0167815 17632:22885(+)

toxin-antitoxin system HicB-like (CDS_0027)
DNA binding protein (CDS_0029)
25 26 transposase (CDS_0028) 30 31 32
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MGV-GENOME-0177459 17650:24286(+)

toxin-antitoxin system HicB-like (CDS_0005)
DNA binding protein (CDS_0003)
7 6 transposase (CDS_0004) 2 1
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MGV-GENOME-0148128 2:5782(-)

toxin-antitoxin system HicB-like (CDS_0025)
CDS_0023
CDS.0024|  CDS_0026
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MGV-GENOME-0129720 14504:18168(+)

toxin-antitoxin system HicB-like (CDS_0002)
CDS_0004
DS_0003 DNA binding protein (CDS_0001)
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MGV-GENOME-0131006 3:4074(-)

toxin-antitoxin system HicB-like (CDS_0027)
CDS_0025
'CDS_0026|  CDS_0028
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MGV-GENOME-0154642 17204:21106(+)

CDS_0003 toxin-antitoxin system HicB-like (CDS_0001)
'CDS_0002
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MGV-GENOME-0121500 1:3249(-)
toxin-antitoxin system HicB-like (CDS_0026)
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MGV-GENOME-0200889 17632: 24137(+)

toxin-antitoxin system HicB-like (CDS_0026)
transposase (CDS_0027)

25 28 29 30 31
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MGV-GENOME-0175574 17632: 24000(+)
toxin-antitoxin system HicB-like (CDS_0027)
25 26 28 29 30 31 32
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MGV-GENOME-0203692 16929: 23866(+)

toxin-antitoxin system HicB-like (CDS_0027)
25 26 28 Rnase H (CDS_0029) 30

()
-
wW
N

I
|
I
I
]
|

MGV-GENOME-0202908 17691:24961(+)

toxin-antitoxin system HicB-like (CDS_0027)
25 26 transposase (CDS_0028) 29
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MGV-GENOME-0180102 17741: 24680(+)

toxin-antitoxin system HicB-like (CDS_0027)
DNA binding protein (CDS_0029)
25 26 transposase (CDS_0028) 30 31 32
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MGV-GENOME-0181822 17632: 24947(+)

toxin-antitoxin system HicB-like (CDS_0027)
25 26 transposase (CDS_0028) 29 30 31
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MGV-GENOME-0182350 17632: 25032(+)

nucleoside 2-deoxyribosyltransferase (CDS_0029)
toxin-antitoxin system HicB-like (CDS_0026)
25 transposase (CDS_0027) 28 30 31
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MGV-GENOME-0193585 17632: 24853(+

toxin-antitoxin system HicB-like (CDS_0027)
25 26 transposase (CDS_0028) 29 30

w
g
w
N
w
@
w
b

P
MGV-GENOME-0182925 17632: 25120(+)

toxin-antitoxin system HicB-like (CDS_0027)
25 26 transposase (CDS_0028) 29 30
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MGV-GENOME-0180541 17632:24745(+)

toxin-antitoxin system HicB-like (CDS_0027) nucleoside 2-deoxyribosyltransferase (CDS_0031)
25 26 transposase (CDS_0028) 29 30 32 33 34 35
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MGV-GENOME-0187332 17650: 25817(+)

nucleoside 2-deoxyribosyltransferase (CDS_0029)
toxin-antitoxin system HicB-like (CDS_0027)
25 26 transposase (CDS_0028) 30 31 32 33
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MGV-GENOME-0182115 17632:24995(+)

toxin-antitoxin system HicB-like (CDS_0027)
25 26 transposase (CDS_0028) 29 30 31 32

MGV-GENOME-0203717 17650:24332(+)

toxin-antitoxin system HicB-like (CDS_0027)
DNA binding protein (CDS_0029)

25 26 transposase (CDS_0028) 30 31 32 88 34
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MGV-GENOME-0181112 17632: 24831(+)
toxin-antitoxin system HicB-like (CDS_0026)
25 transposase (CDS_0027) 28 29 30 31 32 33 34
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MGV-GENOME-0191506 17632: 26495(+)
toxin-antitoxin system HicB-like (CDS_0026)
25 27 28 29 30 31 32 33 34
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MGV-GENOME-0194296 18212: 26971(+
toxin-antitoxin system HicB-like (CDS_0027)  nucleoside 2-deoxyribosyltransferase (CDS_0031)

25 26 transposase (CDS_0028) 29 30 32 33 34 35
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MGV-GENOME-0187083 17650: 25777(+)

25 26 27 28 29 30

MGV-GENOME-0166367 17632: 22693(+)

toxin-antitoxin system HicB-like (CDS_0026)
DNA binding protein (CDS_0028) HNH endonuclease (CDS_0033)
25 transposase (CDS_0027) 29 30 31 32 34
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MGV-GENOME-0181479 17632:24891(+)

toxin-antitoxin system HicB-like (CDS_0027)
23 25 26 transposase (CDS_0028) 29 30
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MGV-GENOME-0190848 17275:25178(+)

toxin-antitoxin system HicB-like (CDS_0027)
25 26 transposase (CDS_0028) 29
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MGV-GENOME-0189790 17297:24277(+)

toxin-antitoxin system HicB-like (CDS_0027)
23 25 26 transposase (CDS_0028) 29 30
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MGV-GENOME-0183609 17560:25222(+)

toxin-antitoxin system HicB-like (CDS_0027)
25 26 transposase (CDS_0028) 29 30 31

MGV-GENOME-0174114 17366:23784(+)

toxin-antitoxin system HicB-like (CDS_0027)
transposase (CDS_0028)
25 26 29 30
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MGV-GENOME-0164784 16776:22468(+)

toxin-antitoxin system HicB-like (CDS_0026)
DNA binding protein (CDS_0028)
25 transposase (CDS_0027) 29 30 31 32
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MGV-GENOME-0177886 17632:24347(+)

toxin-antitoxin system HicB-like (CDS_0022)
DNA binding protein (CDS_0024)
21 transposase (CDS_0023) 25 26 27
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MGV-GENOME-0136342 12729:18874(+)

toxin-antitoxin system HicB-like (CDS_0027)
DNA binding protein (CDS_0029)
25 26 transposase (CDS_0028) 30 31 32
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MGV-GENOME-0179982 16986: 24663(+)

toxin-antitoxin system HicB-like (CDS_0024) replication initiation protein (CDS_0027)
23 transposase (CDS_0025) 26 28 29
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MGV-GENOME-0166646 14869:22702(+)

CDS_0003
CDS_0004 [transposase (CDS_0002)DNA binding protein (CDS_0001)

—
MGV-GENOME-0134028 27:4644(-)

CDS_0022
CDS_0021 [transposase (CDS_0023)DNA binding protein (CDS_0024)

MGV-GENOME-0124925 13052:17666(+)

CDS_0026 CDS 0028
CDS_0025 [transposase (CDS_0027)

MGV-GENOME-0163045 17632: 22221(+)

DNA binding protein (CDS_0028)
transposase (CDS_0027)
25 26 29 30 31 3233
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MGV-GENOME-0173109 17188:23638(+)
25 26 27 28 29 Retron_VI_HTH (CDS_0030) 31 32 33 34

MGV-GENOME-0198401 17632:27691(+)
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MGV-GENOME-0114997 14103: 16807(+
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uvig 487412 17785:21050(+)

nucleoside 2-deoxyribosyltransferase (CDS_0031)
25 26 27 28 29 30 32 33 34 35

MGV-GENOME-0185670 17581:25546(+)
nucleoside 2-deoxyribosyltransferase (CDS_0029)
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MGV-GENOME-0183809 17632: 25254( )
25 26 27 28 29 30 31 32
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MGV-GENOME-0176725 17207:24177(+)
transposase (CDS_0027)

25 26 28 29 30 31 32 33 34
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MGV-GENOME-0191222 17636:25821(+)

25 26 transposase (CDS_0027) 28 29 30 31 32
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MGV-GENOME-0177233 17188: 24257(+

transposase (CDS_0027)
25 26
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MGV-GENOME-0174607 17633:23856(+)
25 26 transposase (CDS_0027) 28 29 30 31 32
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MGV-GENOME-0178738 17650: 24475(+)
transposase (CDS_0027)

25 26 28 29 30 31 32 33
MGV-GENOME-0183331 17563:25178(+) |
transposase (CDS_0028)
26 27 29 30 31 32
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MGV-GENOME-0175429 17549: 23975(+)

thymidylate kinase (CDS_0028)
transposase (CDS_0027)
25 26 29
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MGV-GENOME-0176734 17565: 24178(+

nucleoside 2-deoxyribosyltransferase (CDS_0029)
DNA binding protein (EDS_0028)
transposase (CDS_0027) ‘
25 26 30 31 32 88
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MGV-GENOME-0179056 17626: 24524(+)

nucleoside 2-deoxyribosyltransferase (CDS_0029)
transposase (CDS_0027)

25 26 28 30 31 32 33
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MGV-GENOME-0192059 17581: 25007(+)
nucleoside 2-deoxyribosyltransferase (CDS_0030)
transposase (CDS_0027)
25 26 28 29 31 32 33 34
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MGV-GENOME-0182810 17632: 25102(+)

nucleoside 2-deoxyribosyltransferase (CDS_0030)
25 26 transposase (CDS_0027) 28 29 31 32 33 34
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MGV-GENOME-0185465 17632:25511(+)

transposase (CDS_0027)
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MGV-GENOME-0181630 17632:24918(+)

CDS_0027
CDS_0025 CDS_0026 CDS_0028

MGV-GENOME-0163888 17635: 22343(+)

transposase (CDS_0027)
25 26 28 29 30

MGV-GENOME-0173186 17632:23292(+)
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MGV-GENOME-0161597 17632: 22031( )

transposase (CDS_0027) nucleoside 2-deoxyribosyltransferase (CDS_0030)
25 26 28 29 31 32 33 34

MGV-GENOME-0189786 17206:26218(+)

nucleoside 2-deoxyribosyltransferase (CDS_0028)

25 26 transposase (CDS_0027) 29 30 31 32
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MGV-GENOME-0181922 17206:24962(+)

nucleoside 2-deoxyribosyltransferase (CDS_0027)
25 28 29 30 31
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MGV-GENOME-0210897 17307:24253(+)
CDS_0004

MGV-GENOME-0132557 824:6243(-)
CDS_0013 CDS_0018

MGV-GENOME-0124903 10133:15485(+)

CDS 0022
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MGV-GENOME-0139000 12242:17424(+)
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MGV-GENOME-0131324 1931:7110(-)
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MGV-GENOME-0120770 11771:16950(+)
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MGV-GENOME-0149759 14987:19759(+)

MGV-GENOME-0131659 1022:6132(-)

CDS_0026 CDS_0028
CDS_0025 [transposase (CDS_0027)[

MGV-GENOME-0155789 16179:21257(+)

transposase (CDS_0004) CDS_0002
CDS_0005 CDS OOO?:F
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MGV-GENOME-0159524 59:7170(-)

CDS 0025
T cDs.0026
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MGV-GENOME-0152033 16860:20763(+)
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