
MGV-GENOME-0287789 8877:18522(+)

CDS_0013

PblA AAG18638 (VF1089) (CDS_0014)
CDS_0015

CDS_0016
CDS_0017

CDS_0018

CDS_0019

CDS_0020

CDS_0021

CDS_0022
CDS_0023

CDS_0024
CDS_0025

MGV-GENOME-0193570 8473:18816(+)

CDS_0012 CDS_0017 CDS_0018

uvig_203625 8518:17943(+)

CDS_0017

IMGVR_UViG_3300014512_000001|3300014512|Ga0169879_10145 8991:26366(+)

1819 20 21 22 23 24 25 26 27 28 29

uvig_371716 8853:19756(+)

CDS_0018
Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0019)

CDS_0020
CDS_0021

CDS_0022

MGV-GENOME-0306369 7764:17866(+)

major tail protein (CDS_0011) CDS_0016
CDS_0017

CDS_0018
CDS_0023

MGV-GENOME-0307069 8502:18613(+)

CDS_0016
CDS_0018

CDS_0019

MGV-GENOME-0225995 8353:23056(+)

16 18 19 20 21
22

23
24

25

uvig_494587 8325:19795(+)

17 18
19

20
21

22 23

IMGVR_UViG_3300039318_000097|3300039318|Ga0169858_00086|99-37720 8997:28506(+)

1819 20 21 22 23 24 25 26 27 28 Retron_VI__HTH (CDS_0029)

IMGVR_UViG_3300039328_000256|3300039328|Ga0169860_00333|3-36159 8997:27041(+)

1819 20 2122 23 24 25 26 27 28 Retron_VI__HTH (CDS_0029)

MGV-GENOME-0289469 8997:24502(+)

181920 21 22 23 24 25 Retron_VI__HTH (CDS_0026)

uvig_115701 8997:35043(+)

1819 20 21 22
DNA polymerase (CDS_0023)

24

MutT/NUDIX hydrolase (CDS_0025)

26 27 28 29 30 31 32 Retron_VI__HTH (CDS_0033)

uvig_207272 8993:33326(+)

181920 21 22
DNA polymerase (CDS_0023)

24 25 26 27 28 29 30 31 32 33

uvig_289950 12466:27535(+)

19 21 22 23 24 25 26 27 28 29

uvig_484917 8877:36029(+)

tail fiber protein (CDS_0018)19 20
membrane protein (CDS_0021)

22 23
DNA polymerase (CDS_0024)

25 26 27 28
integrase (CDS_0029)

metallo-protease (CDS_0030)

31

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0032)

3334 36 37

MGV-GENOME-0320894 9241:25173(+)

20 21 22 23 24
endolysin (CDS_0025)

26 31

MGV-GENOME-0301134 9241:19759(+)

CDS_0020

uvig_405504 9069:28670(+)

20 21 22 23 24
endolysin (CDS_0025)

26 27

endonuclease (CDS_0028)

29 30

MGV-GENOME-0288243 12126:24847(+)

20 21 22 23 24

endolysin (CDS_0025)

26
27

28

IMGVR_UViG_3300029880_000271|3300029880|Ga0245255_100078|17590-55521 12466:29128(+)

21 22 23 24 25
endolysin (CDS_0026)

holin (CDS_0027)

28 29
endonuclease (CDS_0030)

3132

uvig_189649 12466:28131(+)

21 22 23

integrase (CDS_0024)

25
endolysin (CDS_0026)

holin (CDS_0027)

integrase (CDS_0028)

endonuclease (CDS_0029)

3031

uvig_574822 9240:25229(+)

20 21 22 23 24
endolysin (CDS_0025)

26 27

OTU_3453 12236:26905(+)

20 21 22 23 24 25

holin (CDS_0026)

27
28

29
30

31

uvig_246577 12546:28181(+)

21 22 23
endolysin (CDS_0024)

holin (CDS_0025)

26 27 28 29 30 31

MGV-GENOME-0249599 9245:28645(+)

20 21 22 23
endolysin (CDS_0024)

25 26 27 28 29 30 31 32

uvig_304580 12233:26833(+)

20 21 22 23 24
endolysin (CDS_0025)

holin (CDS_0026)

27

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0028)

29 30
31

32

uvig_501978 12312:30147(+)

20

integrase (CDS_0021)

22
endolysin (CDS_0023)

holin (CDS_0024)

25 26 27

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0028)

29 30 31 32

uvig_177155 9270:25467(+)

20 21
integrase (CDS_0022)

endonuclease (CDS_0023)

24
25

26

27

uvig_369864 9126:25301(+)

20 21 22
endonuclease (CDS_0023)

24 25 26

uvig_163052 9070:24683(+)

20 21
integrase (CDS_0022)

endonuclease (CDS_0023)

24
25

26

27

uvig_498188 9230:23457(+)

20
integrase (CDS_0021)

endonuclease (CDS_0022)

23
24

25

26

uvig_183857 9229:24217(+)

20 21
integrase (CDS_0022)

endonuclease (CDS_0023)

2425

uvig_401586 9265:35141(+)

20 21 22
DNA polymerase (CDS_0023)

24 25 26 27 28

endonuclease (CDS_0029)

30
3132

33 34

IMGVR_UViG_3300029000_000148|3300029000|Ga0169663_100020|1-35758 8999:27807(+)

1819 20 21 22 23 24 25

DNA polymerase exonuclease subunit (CDS_0026)

27
2829

30

MGV-GENOME-0247694 9242:25065(+)

20 21 22 23 24
25

26
27

28

MGV-GENOME-0245251 8825:23187(+)

19 20
21

22 23 24 25

uvig_405266 9070:25480(+)

20 21 22 23
24

25
26

27
28

29

MGV-GENOME-0228393 9232:24742(+)

20 21 22 23 24 25 26 27

MGV-GENOME-0230880 9238:24410(+)

20 21 22 23

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0024)
25

26
27

28

MGV-GENOME-0282038 9238:22811(+)

19 20 21
22

23
24

25
26

27

MGV-GENOME-0209215 9241:20539(+)

CDS_0020
CDS_0021

CDS_0022

uvig_411161 9238:21573(+)

CDS_0020
CDS_0021

CDS_0022

uvig_389791 12234:21342(+)

20 21 22 23
24

25

MGV-GENOME-0215469 9241:21399(+)

20 21 22 23 24

uvig_417498 9274:22192(+)

20
21

22 23 24 25
26

27

uvig_426735 9070:20441(+)

CDS_0020
CDS_0021

MGV-GENOME-0203440 9285:19232(+)

CDS_0020

uvig_107928 9238:20456(+)

CDS_0020 CDS_0026

MGV-GENOME-0283570 9068:19657(+)

CDS_0019
CDS_0020

uvig_379110 9285:21158(+)

20 21 22 23
24

25

MGV-GENOME-0200772 9286:18611(+)

CDS_0019
CDS_0020

CDS_0021

IMGVR_UViG_3300035646_000129|3300035646|Ga0134425_00074|147-36417 9285:27236(+)

20 21 22 23 24 25 26 27
28

2930
31

32

uvig_384225 12274:20212(+)

CDS_0020
CDS_0021

CDS_0022

CDS_0023

MGV-GENOME-0236376 9242:22669(+)

20 21 22 23 24
25

26

MGV-GENOME-0225436 9123:24299(+)

19 20 21 22 23 24 25 26

TemPhD_cluster_27932 12282:29577(+)

20
21

22 23 24
endolysin (CDS_0025)

holin (CDS_0026)

27

metallo-protease (CDS_0028)

29

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0030)

31 32 33 34

uvig_476315 11884:29218(+)

20 21 22
integrase (CDS_0023)

24

endolysin (CDS_0025)

holin (CDS_0026)
integrase (CDS_0027)

metallo-protease (CDS_0028)

29

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0030)

31 32 33

MGV-GENOME-0259389 9070:24671(+)

20 21 22 23

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0024)

25 26

Retron_VI__HTH (CDS_0027)

28
29

30

IMGVR_UViG_3300029111_000147|3300029111|Ga0168815_100263|3-34797 12312:26457(+)

20 21 22 23 24

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0025)

26 27

Retron_VI__HTH (CDS_0028)
29

30

uvig_589461 9282:24550(+)

20 21 22 23

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0024)

25
26

27
28

29

MGV-GENOME-0268316 8853:23863(+)

18 1920 21 22 23
Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0024)

25 26

MGV-GENOME-0208758 12236:21296(+)

20
Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0021)

22 23 24

uvig_436212_ 12546:32579(+)

21 22

integrase (CDS_0023)

24
endolysin (CDS_0025)

holin (CDS_0026)

27 integrase (CDS_0028)
metallo-protease (CDS_0029)

replication protein (CDS_0030)
Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0031)

32 33

Retron_VI__HTH (CDS_0034)
35

36

IMGVR_UViG_3300045988_100062|3300045988|Ga0495776_178197 12546:31328(+)

21 22 23 24 25
holin (CDS_0026)

27 28 29 30

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0031)

32 33

Retron_VI__HTH (CDS_0034)
35

36

uvig_298821 12205:31589(+)

20 21 22 23 24
endolysin (CDS_0025)

holin (CDS_0026)

27 28 29 30

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0031)

32 33

Retron_VI__HTH (CDS_0034)
35

36

uvig_181874 12466:29771(+)

21
22

23
24

25

integrase (CDS_0026)

27

endolysin (CDS_0028)
holin (CDS_0029)

30
integrase (CDS_0031)

metallo-protease (CDS_0032)

33

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0034)

35 3637

uvig_191684 8505:24350(+)

tail length tape measure protein (CDS_0014)

tail fiber protein (CDS_0018)

1920
integrase (CDS_0021)

metallo-protease (CDS_0022)

23

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0024)

25 26

uvig_485911 8468:22910(+)

tail fiber protein (CDS_0017)18 19
integrase (CDS_0020)

metallo-protease (CDS_0021)

22

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0023)

24 25

MGV-GENOME-0303746 8880:24753(+)

18

metallo-protease (CDS_0019)

20

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0021)

22
endonuclease (CDS_0023)

2425

uvig_326300 12463:38806(+)

21 22 23 24
DNA polymerase (CDS_0025)

26

MutT/NUDIX hydrolase (CDS_0027)

28 29 30 31 32

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0033)

34 35 36 37
anti-repressor Ant (CDS_0038)

39

MGV-GENOME-0302355 12463:27613(+)

21 22
metallo-protease (CDS_0023)

24

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0025)

26 27 28 29
anti-repressor Ant (CDS_0030)

31

uvig_496999 24473:31559(-)

4243444546

metallo-protease (CDS_0047)
integrase (CDS_0048)

uvig_496097 6014:9480(+)

CDS_0010
CDS_0011

CDS_0012

10000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

Defence Virulence


