
uvig_246362 42418:50125(+)

vancomycin resistance response regulator transcription factor VanR-B (NF000402.1) (CDS_0054)

CDS_0055
CDS_0056

CDS_0057

CDS_0058
CDS_0059

CDS_0060
CDS_0061

CDS_0062
CDS_0063

CDS_0064 CDS_0065

SAMN04571728_a1_ct13973 43745:51117(+)

CDS_0056
CDS_0059

CDS_0060

MGV-GENOME-0312931 43265:50999(+)

CDS_0050
CDS_0056

CDS_0057

uvig_68298 44643:2905(+)

terminase large subunit (CDS_0001)
CDS_0002

major head protein (CDS_0003)

CDS_0004
CDS_0059

CDS_0060
CDS_0061

IMGVR_UViG_3300045988_135216|3300045988|Ga0495776_010208 42037:2722(+)

CDS_0056
CDS_0057 CDS_0059

IMGVR_UViG_3300045988_130649|3300045988|Ga0495776_008761 42644:2715(+)

CDS_0056 CDS_0059 CDS_0060

uvig_539020 44371:3041(+)

CDS_0002CDS_0057 CDS_0060

MGV-GENOME-0314377 44332:51612(+)

CDS_0059

SRS048981_a1_ct8635_vs01 43669:51979(+)

CDS_0059 CDS_0060 CDS_0063

uvig_527839 42678:48376(+)

CDS_0063

IMGVR_UViG_3300045988_123837|3300045988|Ga0495776_097211 40982:47914(+)

CDS_0052
CDS_0053

CDS_0054

uvig_458933_ 42904:50710(+)

CDS_0057 CDS_0058

MGV-GENOME-0201788 22155:27625(+)

CDS_0034 CDS_0039 CDS_0042

MGV-GENOME-0303777 39008:47775(+)

CDS_0052 CDS_0056

IMGVR_UViG_3300045988_155981|3300045988|Ga0495776_077895 41186:45930(+)

CDS_0054

IMGVR_UViG_3300045988_172164|3300045988|Ga0495776_010651 40450:2875(+)

CDS_0002CDS_0055 CDS_0056

IMGVR_UViG_3300045988_130647|3300045988|Ga0495776_010663 39373:2714(+)

CDS_0053
CDS_0054

CDS_0055
HNH endonuclease (CDS_0059)

MGV-GENOME-0236312 27410:33813(+)

CDS_0041
CDS_0042

CDS_0043

MGV-GENOME-0310607 41611:3028(+)

HNH endonuclease (CDS_0002)CDS_0054 CDS_0055 CDS_0057 CDS_0059
HNH endonuclease (CDS_0060)

IMGVR_UViG_3300045988_092037|3300045988|Ga0495776_010196 41611:3028(+)

CDS_0054 CDS_0055

uvig_59548 41731:2695(+)

CDS_0003CDS_0060

CDS_0061
CDS_0062

CDS_0063

IMGVR_UViG_3300045988_125675|3300045988|Ga0495776_134658 40839:48968(+)

CDS_0056
CDS_0057

CDS_0058 CDS_0060

uvig_205531 40839:2673(+)

CDS_0056
CDS_0057

CDS_0058

CDS_0059

uvig_438654 28117:33129(+)

45 46 47 48 49

uvig_248662 40196:49164(+)

57 58 59 60 61

IMGVR_UViG_3300045988_122073|3300045988|Ga0495776_000579 43157:2713(+)

58 59
60

6162 63 66

MGV-GENOME-0310260 41370:2713(+)

56 57
58

5960 61

IMGVR_UViG_3300029487_000014|3300029487|Ga0244179_100330 43979:4066(+)

terminase large subunit (CDS_0001)58 59
60

6162 63

uvig_308353 41792:2483(+)

56 57
58

5960 61

uvig_224603 41504:50151(+)

54 56 57
58

5960 61 62

MGV-GENOME-0316575 43939:52580(+)

56 57
58

5960 61 64

MGV-GENOME-0302252 40787:46165(+)

CDS_0059

CDS_0060
CDS_0061

CDS_0062

IMGVR_UViG_3300014558_000006|3300014558|Ga0134417_100199 40356:48806(+)

CDS_0056

CDS_0057
CDS_0058

CDS_0059

uvig_242479 42797:52325(+)

58 59 60 61 62
63

64
65

66

IMGVR_UViG_3300045988_129921|3300045988|Ga0495776_095298 43093:51753(+)

59 60 61 62 63 64

MGV-GENOME-0279821 32913:41649(+)

45 46 47 48 49 50

IMGVR_UViG_3300045988_131046|3300045988|Ga0495776_095274 42118:51183(+)

58 59 60 61 62
63

64 65 66

MGV-GENOME-0312323 42328:50500(+)

59 60
61

62 63

IMGVR_UViG_3300045988_117579|3300045988|Ga0495776_069225 41469:49977(+)

CDS_0055
CDS_0056

CDS_0057

MGV-GENOME-0305632 40507:48422(+)

CDS_0057
CDS_0058

CDS_0059

uvig_590422 43694:52243(+)

61 62 63 64 65 66

uvig_593049 41856:50755(+)

58 59 60 61 62 63 64 65

MGV-GENOME-0312988 42787:51032(+)

54 55 56 57 58 60

IMGVR_UViG_3300045988_119008|3300045988|Ga0495776_047445 41286:49373(+)

61 62 63 64 6566 67

IMGVR_UViG_3300008103_000026|3300008103|Ga0114180_100486 40428:48910(+)

50 53 54 55 56 57

IMGVR_UViG_3300045988_101839|3300045988|Ga0495776_134523 40428:48921(+)

53 54 55 56 57

IMGVR_UViG_3300045988_109077|3300045988|Ga0495776_095208 43261:51637(+)

54 55 56 57 58 59

IMGVR_UViG_3300045988_168177|3300045988|Ga0495776_097329 38111:48037(+)

50 54 55 56 57 58
59

60 61

uvig_571316 42667:50729(+)

CDS_0056
CDS_0059

CDS_0060

CDS_0061
CDS_0062

uvig_329356 41699:49780(+)

CDS_0059
CDS_0060

CDS_0061
CDS_0062

MGV-GENOME-0312562 42037:50866(+)

55
56

57 58 59
60

61 62

IMGVR_UViG_3300045988_145116|3300045988|Ga0495776_058181 42037:50866(+)

55
56

57 58 59
60

61 62

IMGVR_UViG_3300045988_103007|3300045988|Ga0495776_095500 42468:51451(+)

57
58

59 60 61 62 63

MGV-GENOME-0310830 39978:50191(+)

54 55 56 5758
59

60 61

IMGVR_UViG_3300007650_000007|3300007650|Ga0105532_100278 40832:48792(+)

56 57 58 59 60 61 62 63

MGV-GENOME-0311735 42437:50543(+)

CDS_0056

CDS_0057
CDS_0058

CDS_0059

IMGVR_UViG_3300029564_000012|3300029564|Ga0244919_100660 43078:52008(+)

60 61 62 63 64 65 66

IMGVR_UViG_3300045988_093347|3300045988|Ga0495776_028229 40113:49142(+)

54 55 56 57 5859 60 61

uvig_248982 43093:2931(+)

61 62 63 64 65 66 67 71

uvig_23513 41080:2924(+)

55 56 57 58 59 60 61

IMGVR_UViG_3300045988_133688|3300045988|Ga0495776_010460 40222:2900(+)

51 52 53 54 55 56 57 58 protease (CDS_0062)

IMGVR_UViG_3300045988_161458|3300045988|Ga0495776_028697 40210:49277(+)

52 53 54 55 5657 58

uvig_276472 40171:49407(+)

51 52 53 54 55 56 57 58

IMGVR_UViG_3300045988_167453|3300045988|Ga0495776_047538 41114:49470(+)

55 58 59 60 61 62 63 64 65

uvig_202918 41119:49412(+)

58 59 60 61 62 63 64 65

MGV-GENOME-0256586 1094:6169(-)

45678910

SRS022137_a1_ct21427_vs1 39456:48723(+)

53 54 5556 57
58

59 61 62

SRS014998_a1_ct19652_vs1 41661:50845(+)

59 60 61
62

63 64 66

IMGVR_UViG_3300007210_000014|3300007210|Ga0103359_100367 42234:51409(+)

59 60 61 62 63

IMGVR_UViG_3300045988_139883|3300045988|Ga0495776_000251 42528:2704(+)

60 61 62 63 64 HNH endonuclease (CDS_0069)

uvig_105770 41595:2711(+)

56 57 58 59 60 61 62 63

IMGVR_UViG_3300045988_128179|3300045988|Ga0495776_010184 40827:2690(+)

54 55 56 57 58
59

6061 62

IMGVR_UViG_3300045988_100542|3300045988|Ga0495776_010264 40927:3267(+)

HNH endonuclease (CDS_0002)53 54 55 56 57 58 59 60 61

MGV-GENOME-0305237 38900:2707(+)

52 53 54 55 56 57 58

IMGVR_UViG_3300045988_123048|3300045988|Ga0495776_000249 42894:2690(+)

60 61 62 63 6465
66

67 68 69

MGV-GENOME-0315850 42894:2690(+)

60 61 62 63 6465
66

67 68 69

uvig_137486 42795:2690(+)

60 61 62 63 6465
66

67 68 69

IMGVR_UViG_3300045988_141157|3300045988|Ga0495776_008729 41646:2716(+)

57 58 59 60 6162
63

64

MGV-GENOME-0311486 41384:2915(+)

57 58 59 60
61

62 63

IMGVR_UViG_3300029576_000008|3300029576|Ga0245100_100480 42038:4073(+)

57 58 59 60 61

IMGVR_UViG_3300045988_138046|3300045988|Ga0495776_008815 42670:2896(+)

CDS_0061

CDS_0062
CDS_0063

CDS_0064

uvig_150805 40485:2690(+)

57 58 59 60 61 62 63

IMGVR_UViG_3300045988_129920|3300045988|Ga0495776_008773 41621:2688(+)

CDS_0056
CDS_0057

CDS_0058 CDS_0059 CDS_0063

IMGVR_UViG_3300045988_145064|3300045988|Ga0495776_010254 41413:5559(+)

portal protein (CDS_0004)

CDS_0056
CDS_0057

CDS_0058
CDS_0059

MGV-GENOME-0310256 42152:4062(+)

CDS_0058

MGV-GENOME-0312642 42055:5557(+)

55 56 57 58 59

uvig_263825 41918:3290(+)

58 60 61 62 63 64

MGV-GENOME-0312220 41973:3290(+)

59 60 61 62 63

MGV-GENOME-0311975 41935:2711(+)

CDS_0053
CDS_0054 CDS_0055

IMGVR_UViG_3300045988_110274|3300045988|Ga0495776_008807 42627:2908(+)

60 61 62 63 64

MGV-GENOME-0313673 43104:3296(+)

CDS_0058

CDS_0059
CDS_0060

CDS_0061

uvig_380939 41669:4982(+)

57 58 59 60 61 62 63 64

MGV-GENOME-0312431 42805:2915(+)

CDS_0062

MGV-GENOME-0313155 43034:3033(+)

CDS_0058
CDS_0059

CDS_0060

uvig_106275 39344:2293(+)

terminase large subunit (CDS_0001)56 57 58 59 60 61 65

uvig_314050 40852:5766(+)

54 55 56 57 58

IMGVR_UViG_3300045988_133328|3300045988|Ga0495776_006364 39840:4398(+)

CDS_0055 CDS_0056 CDS_0057

SAMN11252269_a1_ct8688 43284:52236(+)

62 63 64 65 66 67 68 69

IMGVR_UViG_3300045988_105080|3300045988|Ga0495776_028255 40074:48629(+)

56 57 58 59 6061 62 63

IMGVR_UViG_3300045988_122602|3300045988|Ga0495776_078294 42703:51023(+)

63 64 65 66 67

IMGVR_UViG_3300045988_075356|3300045988|Ga0495776_010416 40074:2693(+)

356 57 58 5960 61 62

MGV-GENOME-0196794 575:6032(-)

23456789

OTU_1439 28:5507(-)

23456

MGV-GENOME-0313825 41968:2706(+)

CDS_0056
CDS_0057

CDS_0058
CDS_0059 CDS_0061

MGV-GENOME-0311423 41895:49839(+)

CDS_0056
CDS_0057

CDS_0058
CDS_0059

IMGVR_UViG_3300045988_138681|3300045988|Ga0495776_058218 41528:50351(+)

57 5859 60 61 62

IMGVR_UViG_3300008705_000007|3300008705|Ga0113869_1000339 46500:55098(+)

CDS_0060
CDS_0061

CDS_0062
CDS_0063

SRS042231_a1_ct9583 42049:50596(+)

55 56 57 58 59

uvig_242780 42958:51025(+)

CDS_0058

MGV-GENOME-0248551 30844:36407(+)

47 48 49 50 51

Minot_Diet_SRR5088939_NODE_20_length_52024_cov_57.143951 43458:52017(+)

56 57 58 59 60 62 63

SRS013638_a1_ct18015_vs1 41917:50715(+)

55 56 57 58 59

MGV-GENOME-0312768 41917:5889(+)

55 56 57 58 59

uvig_190772 41885:51503(+)

60 61 62 636465
66

67 68 69 70

IMGVR_UViG_3300029588_000010|3300029588|Ga0245111_1000458 41884:51252(+)

60 61 62 636465
66

67 68 69 70 71

IMGVR_UViG_3300029485_000004|3300029485|Ga0244147_100430 43065:52700(+)

61 62 63 646566
67

68 69 70

uvig_240303 1:4647(-)

CDS_0002
CDS_0003

CDS_0004
CDS_0005

IMGVR_UViG_3300045988_125318|3300045988|Ga0495776_000877 42277:4043(+)

58 59 60 61 62

IMGVR_UViG_3300045988_154908|3300045988|Ga0495776_000581 44777:4377(+)

CDS_0003CDS_0060

IMGVR_UViG_3300029502_000010|3300029502|Ga0244223_100513 43999:50743(+)

CDS_0058
CDS_0059 HNH endonuclease (CDS_0063)

MGV-GENOME-0309119 44061:49587(+)

HNH endonuclease (CDS_0061)

MGV-GENOME-0300862 40281:46861(+)

CDS_0050 HNH endonuclease (CDS_0054)

MGV-GENOME-0315761 44061:51652(+)

60616263 64

OTU_994 45498:52191(+)

CDS_0059 CDS_0061
CDS_0062

CDS_0063

IMGVR_UViG_3300007105_000103|3300007105|Ga0102630_100279 44609:53131(+)

CDS_0058 CDS_0059 CDS_0062
CDS_0063

IMGVR_UViG_3300045988_125246|3300045988|Ga0495776_078254 44681:51526(+)

CDS_0060
CDS_0061

IMGVR_UViG_3300008063_000005|3300008063|Ga0113867_100628 44952:2712(+)

CDS_0061
CDS_0062

MGV-GENOME-0312564 42619:1569(+)

CDS_0059
CDS_0060

CDS_0061

uvig_202758 42564:49906(+)

CDS_0058
CDS_0059

CDS_0060

uvig_142345 436:4347(-)

CDS_0002

uvig_241440 599:5149(-)

CDS_0003
CDS_0004

CDS_0005
CDS_0006

IMGVR_UViG_3300045988_157959|3300045988|Ga0495776_058283 44439:50953(+)

HNH endonuclease (CDS_0064) CDS_0065

SAMN05827083_a1_ct371 43988:50287(+)

protease (CDS_0062)

IMGVR_UViG_3300045988_140552|3300045988|Ga0495776_008795 42362:1569(+)

60 61 6263 64 66

5000 nt

DNA, RNA and nucleotide metabolism head and packaging other unknown function AMR


