nucleotide kinase (CDS_0023)
CDS_0025 CDS_0029
CDS_0026 CDS_0028
CDS_0020 CDS_0021 CDS_0022 CDS_700‘24_T CDS_0027 CDS_0030CDS_0031

MGV-GENOME-0236312 19734:25825(+)
HNH endonuclease (CDS_0015) CDS_0020

uvig_200228 10235:16911(+)
CDS_0029

MGV-GENOME-0248551 22418:28416(+)

CDS_0038
T CDS_0039 CDS_0045 thymidylate synthase (CDS_0046)

MGV-GENOME-0311681 31876:39167(+)
CDS_0041 CDS_0042

MGV-GENOME-0310256 33256:40737(+)
CDS_0036 CDS_0037 CDS_0043 CDS_0044

IMGVR_UViG_3300045988_145064|3300045988|Ga0495776_010254 32657:39800(+)

nucleotide kinase (CDS_0024)
CDS_0029 CDS_0022
| cbs_0028 ‘| cps 0021

;H

OTU_1439 7120:14411(-)

CDS_0036
‘| cps_0037

IMGVR_UViG_3300045988_123837|3300045988|Ga0495776_097211 32931:39938(+)

CDS_0039
CDS_0038 | CDS_0040

MGV-GENOME-0313673 33711:41347(+)

CDS_0038
CDS_0037 | CDS_0039 CDS_0044

uvig 458933 32864:41161(+)

CDS_0041
CDS 0040 | CDS 0042

SAMNO5827083_a1_ct371 33926:41107(+)
CDS_0038 CDS_0039 CDS_0041

IMGVR_UViG_3300045988_150894|3300045988|Ga0495776_010248 33941:41397(+)
CDS_0042 CDS_0043

IMGVR_UViG_3300045988_119008|3300045988|Ga0495776_047445 31585:38901(+)
CDS_0039 CDS_0040 CDS_0046

Minot_Diet_SRR5088939_NODE_20_length_52024 _cov_57.143951 34302:42043(+)
CDS_0036 CDS_0037

IMGVR_UViG_3300045988_101839|3300045988|Ga0495776_134523 31877:39020(+)

CDS_0036
CDS_0033 T CDs.0039 CDS 0040

MGV-GENOME-0310830 30649:38928(+)

CDS_0037
‘| cbs_0038

IMGVR_UViG_3300045988_145116|3300045988|Ga0495776_058181 32969:40623(+)
CDS_0036 CDS_0037

IMGVR_UViG_3300045988_100542|3300045988|Ga0495776_010264 31729:39513(+)
CDS_0033 CDS_0034 CDS_0036

uvig 63551 30438:37897(+)

CDS.0041 CDS_ 0043
CDS.0040 CDS_ 0042

uvig_589020 35444:42980(+)

CDS_0041
CDS_0040 | CDS_0042

MGV-GENOME-0314377 35444:42941(+)

CDS_0039 CDS_0041
'CDS_0040  CDS_0042

IMGVR_UViG_3300045988_154908|3300045988|Ga0495776_000581 34571:42390(+)
CDS_0037 CDS_0038

MGV-GENOME-0312768 33350:40337(+)
CDS_0040 CDS_0041 CDS_0048

IMGVR_UViG_3300029588_000010|3300029588|Ga0245111_1000458 32892:40297(+)
CDS_0040 CDS_0041

OTU_994 35424:42737(+)
CDS_0042 CDS_0043

IMGVR_UViG_3300045988_119016|3300045988|Ga0495776_000927 34913:41919(+)

CDS.0039  CDS_ 0041
CDS 0038 CDS_ 0040

IMGVR_UViG_3300007210_000014|3300007210]|Ga0103359_100367 32932:40621(+)

CDS_0038
| cbs_ 0039

uvig_105770 323865:39984(+)

CDS_0036
‘| cbs_ 0037

IMGVR_UViG_3300045988_093347|3300045988|Ga0495776_028229 31606:38502(+)

CDS_0040
CDS.0039 | CDS.0041

MGV-GENOME-0314641 33795:42386(+)

CDS_0040
CDS 0039 | CDS 0041

SRS016018_al ct12463 vs1 33795:42033(+)

CDS_0037
CDS 0036 | CDS 0038

IMGVR_UViG_3300045988_128015|3300045988|Ga0495776_058158 33360:41318(+)

CDS_0040
CDS_0039 | CDS_0041

IMGVR_UViG_3300045988_125246|3300045988|Ga0495776_078254 33795:42176(+)

CDS_0038
CDS_0037 CDS_0039

MGV-GENOME-0289259 31499:39049(+)
CDS_0040 CDS_0041

IMGVR_UViG_3300029485_000004|3300029485|Ga0244147_100430 33571:40375(+)
CDS_0038 CDS_0040
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MGV-GENOME-0312749 31954:39201(+)

CDS_0041
CDS_0035 CDS.0040 |  CDS_0042

IMGVR_UViG_3300045988_110274|3300045988|Ga0495776_008807 32122:41015(+)

CDS_0041
CDS.0040 | CDS_0042

MGV-GENOME-0313155 34280:41620(+)

CDS.0038  CDS_0040
" |CDS_0039| CDS 0041 CDS_0045

uvig_380939 32960:40619(+)

CDS.0040  CDS_0042
CDS_0041 CDS_0047

;d

IMGVR_UViG_3300045988_125318|3300045988|Ga0495776_000877 33084:40087(+)
CDS_0038 CDS_0040
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uvig_202918 31769:39390(+)

CDS_0033 CDS_0035
CDS_0034 CDS_0037

5-&

IMGVR_UViG_3300045988_110283|3300045988|Ga0495776_018686 30401:37486(+)

CDS.0033  CDS_0035
Ccbs_0034

5-&

MGV-GENOME-0305237 30401:37486(+)

CDS.0035  CDS 0037
CDs 0036 CDS_0039

%d

IMGVR_UViG_3300045988_123179|3300045988|Ga0495776_134285 31484:38842(+)

CDS_0035  CDS_0037
CDS_0036

%-ﬁ

MGV-GENOME-0306586 31484:38842(+)
CDS_0040 CDS_0041

uvig_308353 32831:40378(+)
CDS_0037 CDS_0038

IMGVR_UViG_3300045988_109077|3300045988|Ga0495776_095208 34516:41847(+)
CDS_0037 CDS_0039
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CDS_0024 CDS_0023

uvig_241440 7339:14587(-)
CDS_0036 CDS_0037

IMGVR_UViG_3300045988_128179|3300045988|Ga0495776_010184 32293:39413(+)
CDS_0040 CDS_0041 acyl carrier protein (CDS_0046)

IMGVR_UViG_3300045988_157959|3300045988|Ga0495776_058283 33790:41219(+)
CDS_0027 CDS_0026

MGV-GENOME-0196794 8222:16002(-)

CDS_0038
CDS_0037_ | CDS_0039

MGV-GENOME-0313178 32866:40701(+)
CDS_0039 CDS_0040

IMGVR_UViG_3300045988_137969|3300045988|Ga0495776_058287 33086:40524(+)
CDS_0036 CDS_0037

MGV-GENOME-0309526 33900:40487(+)
CDS_0041 CDS_0042 CDsS_0044

IMGVR_UViG_3300045988_122073|3300045988|Ga0495776_000579 34248:41749(+)
CDS_0029 CDS_0030

MGV-GENOME-0279821 24725:31493(+)

CDS_0040 CDS_0042
CDS_0041

!"%

uvig_248662 32147:38827(+)
CDS_0040 CDS_0041 CDS_0044 CDS_0046

MGV-GENOME-0313957 34389:41381(+)
CDS_0042 CDS_0043

uvig_590422 34269:42279(+)
CDS_0041 CDS_0042

uvig 294484 34519:41832(+)

CDS_0040 _CDS_0042
CDS_0041

E

IMGVR_UViG_3300045988_138046|3300045988|Ga0495776_008815 33741:41058(+)
CDS_0039 CDS_0040

uvig_230329 32787:40055(+)
HNH endonuclease (CDS_0033) CDS_0039 CDS_0040 CDS_0042

uvig 242479 33571:41148(+)

CDS_0039 @S_0041
CDS_0040 thymidylate synthase (CDS_0048) CDS_0049

;

uvig_242780 33846:41927(+)
CDS_0021 CDS_0019CDS_0018 CDS_0014

uvig 156883 6752:14476(-)
CDS_0040 CDS_0041

MGV-GENOME-0315850 33500:41028(+)
CDS_0038 CDS_0039

IMGVR_UViG_3300045988_075356/3300045988|Ga0495776_010416 31637:38660(+)
CDS_0037 CDS_0038

uvig_150805 31367:38874(+)
CDS_0039 CDS_0040

IMGVR_UViG_3300045988_114521|3300045988|Ga0495776_144422 33173:40685(+)

CDS.0039  CDS_0041
Cbs_0040 CDS_0048

!'{
‘.

MGV-GENOME-0312220 32735:40523(+)

CDS_0040 ~ CDS_0042
DS_0041

5”{

IMGVR_UViG_3300045988_164265|3300045988|Ga0495776_000928 33946:41237(+)

CDS_0043
CDS_0036 CDS_0042 | CDS_0044

IMGVR_UViG_3300008705_000007|3300008705|Ga0113869_1000339 37099:45128(+)

CDS_0039
CDS_0038 | CDS_0040

MGV-GENOME-0312642 32654:40683(+)
CDS_0042 CDS_0043

uvig_59548 32709:40299(+)

CDS_0036
CDS_0035 | CDS 0037

uvig 314050 32195:39600(+)

CDS 0037  CDS 0039
CDS_0032 cbs 0038

!ﬁ

SAMN10080913 a1l ct4952 vs1 35111:42481(+)

nucleotide kinase (CDS_0043)
CDS_0045 CDS_0046

g%

IMGVR_UViG_3300045988_138667|3300045988|Ga0495776_000276 34128:41836(+)

nucleotide kinase (CDS_0039)
DNA helicase (CDS_0032) CDS_0037 | CDS_0041

IMGVR_UViG_3300045988_122602|3300045988|Ga0495776_078294 30236:39503(+)
CDS_0040 CDS_0046 CDS_0047

uvig 225691 33603:41614(+)
CDS_0040

IMGVR_UViG_3300045988_092037|3300045988|Ga0495776_010196 33603:40749(+)
CDS_0033 CDS_0038 CDS_0039

MGV-GENOME-0313447 32229:40252(+)

CDS_0035
CDS_0034 | CDS_0036

MGV-GENOME-0305317 30843:39059(+)

CDS_0041
CDS_0035 CDS.0040 | CDS.0042

uvig_519466 32608:40446(+)
CDS_0035 CDS_0036

IMGVR_UViG_3300045988_133688|3300045988|Ga0495776_010460 32635:39191(+)

€DS_0039
CDS_0038 | CDS.0040

IMGVR_UViG_3300045988_172164|3300045988|Ga0495776_010651 30198:39932(+)

CDS 0036
CDS_0030 CDS_0035 | CDS_0037 CDS_0044

MGV-GENOME-0312400 30205:40124(+)

CDS_0034
CDS_0033 | CDS_0035

IMGVR_UViG_3300045988_161458|3300045988|Ga0495776_028697 31258:38808(+)
CDS_0039 CDS_0040

IMGVR_UViG_3300045988_138681|3300045988|Ga0495776_058218 31883:40114(+)

Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0029)
DNA polymerase (CDS_0030) CDS_0032 CDS_0037 CDS_0038

5

IMGVR_UViG_3300045988_172722|3300045988|Ga0495776_000892 29204:41454(+)

4000 nt 1

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function



