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CDS_0025 CDS_0027 Retron_VI_HTH (CDS_0029)

BEDA D & &R DD

IMGVR_UViG_3300007314_000226|3300007314|Ga0104968_100046|47260-86925 17394:28562(+)

Copper exporter (VF0849) (CDS_0024)
CDS_0025

DDA DL HOaETETHOPD- DT

N
IMGVR_UViG_3300006250_000217|3300006250/Ga0099391_100071[48843-88011 17394:28320(4—)

Copper exporter (VF0849) (CDS_0024) CDS_0032
CDS_0025 CDS_0031

IMGVR_UViG_3300007976_000182|3300007976|Ga0114368_100077|32392-71360 17386:28353(+)

cold shock protein (CDS_0028)
Copper exporter (VF0849) (CDS_0024) csa3_LII_III_IV_V_VI_2 (CDS_0035)
25 26 27 2930 31 32 33 34 | 36

DEOA D@D DM OEEDD-O-C K 1[EHODB T

SRS104830_a1 ct36613_vs1 17394:34790(+)

MazEF__MazF (CDS_0025)
CDS,O(E—F CDS_0026 Sak4-like ssDNA annealing protein (CDS_0034)

DO e W e SR W D /D D, B

\MGVR_UViG_SSOOOO8SO4_OOOOé‘?IBSOOOOSSMGaO114860,100208 17393:28?86&)
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tail protein (CDS_0020) CDS_0022 CDS_0026 CDS_0031
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