DNA binding protein (CDS_0025)
CDS_0027 CDS_0034
CDS_0022 CD5_0026 CDS_0029 CDS_0033
CDS_0021 CDs,ooz‘zxwt CDS_0030 CDS_0032 \ CDS_0036
DS_0028

[ €Ds.0023] | | "[cps.0031]  |CDS_0035

uvig 388690 19897:26086(+)

DNA binding protein (CDS_0029)
28 [3031 32

[D-MD%X](}(H%C}—DCH:K:{}[D

Shkoporov_2019_SRR9161501_NODE_232_length_38606_cov_27.455267 19777:27864(+)

CDS_0028 CDS_0029

L OBDE-C{-EIEE HD

uvig_204952 19800:26026(+)
CDS_0028integrase (CDS_0029)

0 o) I e -E—X-EEESC HD

uvig 193773 19798:27351(+)

integrase (CDS_0033)
28 29 30 31 32 DNA polymerase exonuclease subunit (CDS_0035)

B DD —GE-E@@ immme-a-{ - @& &b

uvig 2000 19916:29792(+)

DNA binding protein (CDS_0029)
28  [3031 32

[WEH%%C)—DG—(:K:D—[D

OTU_2464 19582:27886(+)

DNA binding protein (CDS_0028)
27  ]2930 31

O DI-AHEDCH XA HD

IMGVR_UViG_3300045988_045810|3300045988|Ga0495776_005683 19873:28210(+)

DNA binding protein (CDS_0027)
18 19 20 21 26 T2§29 30

B—/—0DB- DS HEES—E @& & HD

IMGVR_UViG_3300045988_041520|3300045988|Ga0495776_026318 17987:28715(+)

DNA binding protein (CDS_0026)
19 25 [2728 29 30

B O  PDE-GEHEED{TOHE—{ A< & D

IMGVR_UViG_3300029328_000221|3300029328|Ga0242837_100165|28141-68618 17981:28876(+)

DNA binding protein (CDS_0027)
29
24 26 28] 30

DDDDD—HEH%H:X:}—GCK:{}[D

IMGVR_UViG_3300029355_000251|3300029355|Ga0243784_100006|61100-101025 18368:28432(+)

DNA binding protein (CDS_0027)
20 21 22 26 [2829 30

D{}:DD[HEH%H:H:X:K:{][D

IMGVR_UViG_3300029733_000283|3300029733|Ga0245176_100001|76231-116008 17848:28090(+)

DNA binding protein (CDS_0026)
CDS_0028
CDS_0027
CDS_0023 | T| cDs.0029

DO OPD-AAHEEED - (R HD

MGV-GENOME-0309437 18426:27852(+)

DNA binding protein (CDS_0024)
tail protein (CDS_0015) 21 23 [2526 27

DD—DDD—DD—DCG@%CHX](:D—DD

MGV-GENOME-0266687 12526:27695(+)
DNA binding protein (CDS_0028)
26 27 [2930 31

OB P ED-GHHEED T A HD

IMGVR_UViG_3300045988_044433|3300045988|Ga0495776_126110 18394:27894(+)

DNA binding protein (CDS_0030)
26 27 28 29 3132 33

B O — -GS —AdE HD

uvig 566464 19918:28302(+)

DNA binding protein (CDS_0029)
CD5_0030
CDS_0028 | CDS_0031

B D——OA4EH - H>EEE HD

uvig 177030 19545:26575(+)

DNA binding protein (CDS_0027)
26 [2829 30 31

DD D@ @@ o

IMGVR_UViG_3300029593_000262|3300029593|Ga0245135_100126|35237-75392 18394:28445(+)

DNA binding protein (CDS_0027)
CDS_0028
CDS_0020 CDS_0026| | CDS_0029

DDA ODES-AE{ >-EE HD

uvig 189282 18394:26422(+)

DNA binding protein (CDS_0028)
27 2930 31

DL O-ODEL B EDMHEED-CH @I HD

OTU_2305 18339:27980(+)

DNA binding protein (CDS_0026)
CDS_0028
CDS_0019 CDS_0027CDS_0029

OB DD AEE HD

IMGVR_UViG_3300045988_081538|3300045988|Ga0495776_085960 18771:27301(+)

DNA binding protein (CDS_0028)
27 [2930 @ 31

L _DDBHT DG HEEED A HED

IMGVR_UViG_3300045988_019221|3300045988|Ga0495776_007985 18760:27753(+)

DNA binding protein (CDS_0028)
26 27 2930

B4 0ODBE{ DDA OEE D

uvig 491153 17826:26712(+)

DNA binding protein (CDS_0026)
25  [2728 29

OB DG HEES O —AE HD

IMGVR_UViG_3300045988_059620|3300045988|Ga0495776_006850 18027:27093(+)

DNA binding protein (CDS_0027)
26 2829 30 31

BOoUOE{ D HEED{TOE O -EER D

IMGVR_UViG_3300029880_000272|3300029880|Ga0245255_100078(97258-137101 17826:28443(+)

DNA binding protein (CDS_0028)
27 2930 31

D@ @@ rob

OTU_2617 19815:28061(+)

DNA binding protein (CDS_0027)
26 [2829 30 32 33

DD—DDDDD%X](}(HH:N}FCH:X:K:GDD{}

SAMNO06164400_a1_ct142277 vs1 17854:31228(+)

DNA binding protein (CDS_0026)
integrase (CDS_ 0029) MntABC (VF0455) (CDS_0036)
25 2728 31 32 3334 35 37 38 39

PDODDE- D E<aH WHWMHD@—D@G}@

uvig_492012_ 18006:34844(+)
CDS_0021 CDS_0027 CDS_0031 CDS_0032

DL DD DA XL D

MGV-GENOME-0270164 18125:25996(+)

CDS_0025
CDS_0024 Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (CDS_0027)
CDS_0017 [cDbs_0026

& HaE@E Hb

uvig 501739 12365:25567(+)

k 6000 nt 1
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