head maturation protease (CDS_0007)
Gabija__GajB_3 (CDS_0002) terminase small subunit (CDS_0009)
CDS_0001 Gabija_GajA (CDS_0003)CDS_0004 CDS_0005 CDS_0006 CDS_0008

E#
#

IMGVR_UViG_2903322901_000003|2903322901]2903322919(167822-202033 1:12971(+)

transcriptional regulator (CDS_0002)
CDS_0003 CDS_0004

!4

IMGVR_UViG_3300003838_000010|3300003838|Ga0058691_1000367 1:13049(+)

DNA methyltransferase (CDS_0040)
CDS_0039 RosmerTA__RmrA_2603008502 (CDS_0002)
CDS_0038 'CDS_0041 CDS_0003  CDS_0004 CDS_0005

.
#

TemPhD_cluster_62750_ 31961:12205(+)

RosmerTA_RmrA_2603008502 (CDS_0002)
CDS_0003 CDS_0004

g

TemPhD_cluster_62826_ 31640:12280(+)
CDS_0002 CDS_0003

TemPhD_cluster_30579 31744:12202(+)

N
w
IN
5}
o

TemPhD_cluster_62808_ 31684:11956(+)

TciB-like inhibition of cell division or resistance to colicin (CDS_0039)
tellurite resistance (CDS_0038)
exonuclease (CDS_0041) CDS_0003
€DS_0040 CDS_0043 CDS_0002 | CDS 0004 CDS 0005 head scaffolding protein (CDS_0008)

%
i

TemPhD_cluster_44004 29030:9725(+)

CDS_0002
[ cDs 0003 CDS 0004

TemPhD_cluster_28339 29469:9695(+)

CDS_0002
CDS_0042 CDS_0003 CDS_0004
g s I ) B, Oy, Sy ey G S I I w—;
TemPhD_cluster_37984 28526:9951(+)
CDS_0002
exonuclease (CDS_0039) CDS_0003

TemPhD_cluster 44231 27770:9813(+)
CDS_0002 CDS_0003

TemPhD_cluster_44031 28903:10216(+)

CDS_0002
CDS_0045 CDS_0046 CDS_0003

IMGVR_UViG_3300031370_000133|3300031370|Ga0302349_1000677 33240:10029(+)

DNA methyltransferase (CDS_0003)
CDS_0002

E#

uvig 205656 1:10062(+)
CDS_0002 DNA methyltransferase (CDS_0003)

uvig 418118 1:10117(+)

CDS_0002
CDS_0003 CDS_0004

IMGVR_UViG_2924970400_000005|2924970400]2924970400|4686394-4717068 1:9885(+)
CDS_0002

CDS_0003

IMGVR_UViG_2657245442_000002|2657245442|2657300495|54096-85995 1:9909(+)

CDS_0003
CDS_0002 | CDS 0004 CDS 0005

IMGVR_UViG_3300009944_000219|3300009944|Ga0133256_162059|54049-84843 1:9692(+)

CDS_0002
T CDs 0003 CDS 0004

IMGVR_UViG_3300011882_000033|3300011882|Ga0122106_100052[29851-61068 1:9694(+)

CDS 0003
CDS_0002 | CDS_0004

IMGVR_UViG_2851668853_000009|2851668853]2851668853|4342611-4374915 1:9738(+)

5000 nt 1

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other tail transcriptionregulation unknown function Defence
N | I



