26 tail fiber protein (CDS_0031)
2325 32
21 22 Ja[|27 28 29 30 133 34 35 36

L

IMGVR UViG_3300045988_1830943300045988|Ga0495776 109797 12043:36834(+)
25 2627 2829 30

SAMEA2737839_b1_ct80_vs3 12031:31536(+)

CDS_0027
CDS_002¢]

MGV-GENOME-0209355 12030:24444(+)

CDS_0025
CDS 0024  CDS_0026

uvig 486729 10867:27154(+)

CDS_0028
CDS_0027
CDS_0026CDS_0029

uvig_82879 11568:25198(+)

CDS_0026
CDS_0027

MGV-GENOME-0209880 11568:24001(+)

CDS_0027
CDS_0026 CDS_0029
CDS 0023 | CDS_0028

uvig 108650 11776:26331(+)

PD-Lambda-5_PD-Lambda-5_B (CDS_0028) tail fiber protein (CDS_0033)
26 27 [29 30 31 32

!%

|MGVR?UVIG?3300045988,177E4|3300045988\(3304957767147124 11762:38972(+)

PD-Lambda-5_ PD-Lambda-5_B (CDS_0028) tail fiber protein (CDS_0033)
2627 [29 30 31 32

!%

| MG\/R_UVIG_3300045988_1_78847|3300045988\(330495776_170943 11699:37511(+)

PD-Lambda-5_ PD-Lambda-5_B (CDS_0028) tail fiber protein (CDS_0033)
2627 29 30 31 32

i%

IMGVR_UVIG_3300045988?50389|3300045988\Ga0495776_148803 11718:37441(+)

PD-Lambda-5__PD-Lambda-5_B (CDS_0027)
26 |28 29 30 31 32

i%

ot
IMGVR_UViG_3300029872_000335|3300029872|Ga0245317_100516|3-42037 11718:37505(+)

PD-Lambda-5__PD-Lambda-5_B (CDS_0028)
26 27 29 30 31 32 33

i%

IMGVR_UViG_330002971 1,0001_76|3300029711 |Ga0245193_100817 11796:38669(+)

PD-Lambda-5_PD-Lambda-5_B (CDS_0027)
26 28 29 30 3132 33

!%

|MGVR?UVi673300030527000287|3300030032\Ga02453327100408| 12418-53488 11717:36541(+)

27 tail fiber protein (CDS_0030)
26 | 28 29

!#

MGV-GENOME-0261999 11718:34234(+)

PD-Lambda-5__PD-Lambda-5_B (CDS_0029)
transcriptional repressor (CDS_0024)
30 31

25 26 2728 32 33 34

!%

]
uvig_92038 10732:41174(+)

PD-Lambda-5__PD-Lambda-5_B (CDS_0027)
transcriptional repressor (CDS_0024)
25 26 |28 29 30 31 32

-
1

|
uvig_85710 11192:38585(+)

PD-Lambda-5__PD-Lambda-5_B (CDS_0040)
nucleotide-sugar epimerﬁ (CDS_0039)
thymidine kinase (CDS_0031) Reverse transcriptase (CDS_0042)
26 27 28 29 30 |32 33 34 35 36 3738 | |41 [ 43 44 45

Han_2018_ERR1398254 NODE_265_length_61735_cov_10.826362 12029:57210(+)

endolysin (CDS_0033)
CDS_0032
CDS_0026 CDS_0031
| cps_0027 cDS_0028 || | CDS_0034

MGV-GENOME-0205008 12030:24559(+)
F——10000 nt ——
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