endolysin (CDS_0021) transcriptional repressor (CDS_0028)

CDS_0023 CDS_0029
CDS 0022 integrase (CDS_0025) | cps.o0031
T CDs_0024 CDS_0026 CDS_0027 CDS_0030
TemPhD_cluster_32716 16230:22734(+)
CDS_0049 CDS_0050 CDS_0055
I

e
TemPhD_cluster_25942 29358:35309(+)

transcriptional repressor (CDS_0054)
CDS_0052 CDS_0059

TemPhD_cluster_50077 30448:36033(+)
UmuD-like protein (CDS_0054)

TemPhD_cluster_33032 30403:35999(+)
CDS_0049 CDS_0054

TemPhD_cluster_18103 29071:35707(+)
holin (CDS_0046) 51 52 53 54 55 56

IMGVR_UViG_2660238332_000001|2660238332|2660293040|7007-49961 28817:38586(+)
Gl 52 58 54 55

IMGVR_UViG_2667527808_000003|2667527808|2667571596|26141-68695 28689:38186(+)
51 52 53 54 55 56 58 59

IMGVR_UVIG_2663762933_000001|2663762933]2663795388|7011-50923 29024:39038(+)
51 52 53 54 55

IMGVR_UVIG_2537561612_000003|2537561612|2537574810|5546-48048 29024:37627(+)
HitABC (VF0268) (CDS_0057)

transposase (CDS_0053) RegX3 (VFO858) (CDS_0059)
51 52 | 54 55 56 58 60 61 62
BED—4O-E&EC-D—D— DO — i -¢-CaEE—Hab

IMGVR_UViG_2737471928_000001|2737471928|2737505109 29024:43688(+)

5000 nt 1
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