pAgo__pAgo_S1A (CDS_0002) Nucleotidyl transferase AbiEii_AbiEii toxin, Type IV TA system (CDS_0016)
34 5 6 7 8 9 10 11 12 13 14 15

[

MGV-GENOME-0361475 132:22516(+)

pAgo_pAgo S1A(CDS_0112)
111 baseplate hub (CDS_0104)
113 Ti10 109 108 107 106 105 103

i
{
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MGV-GENOME-0367851 1:31329(+)
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MGV-GENOME-0368206 30:32028(+)
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MGV-GENOME-0367208 76118:101027(-)
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MGV-GENOME-0368701 51714:79255(+)
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MGV-GENOME-0352454 11:10393(+)
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MGV-GENOME-0352584 2:9955(+)
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