CDS_0043 DNA methyltransferase (CDS_0047)
CDS 0042 CDS_0045 DNA methyltransferase (CDS_0049)CDS_0051 CDS 0054 CDS_0056
CDS_0041 CDS 0044 | CDS 0046 | CDS 0048 | CDS 0050 | CDS.0052 CDS 0053 | ~ CDS0055 | CDS.0057

L
e

IMGVR_UViG_3300045988_027562|3300045988|Ga0495776_164210 32266:40215(+)

CDS_0034 DNA methyltransferase (CDS_0036)
[ cDs.0035

|

MGV-GENOME-0300672 23003:30951(+)

DNA methyltransferase (CDS_0051)
CDS_0049
CDS_0048 CDS_0050 CDS_0053
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IMGVR_UViG_3300045988_065311|3300045988|Ga0495776_077738 32498:39274(+)

DNA methyltransferase (CDS_0018)
14 16 17 19 20 25

uvig_60023 7414:14784(+)

DNA methyltransferase (CDS_0074)
CDS_0078 CDS_0077 CDS_0073

) e

IMGVR_UViG_3300045988_032793|3300045988|Ga0495776_156435 44915:51740(-)

CDS_0049 CDS_0050

>

uvig_252009 32951:39779(+)

CDS_0049 CDS_0050 DNA methyltransferase (CDS_0053)

MGV-GENOME-0321235 32951:39777(+)

CDS_0036 DNA methyltransferase (CDS_0032)
CDS_0037 | CDS.0035 CDS 0033 CDS_0031 CDS_0030

uvig 324119 11994:19759(-)

DNA methyltransferase (CDS_0054)
DNA methyltransferase (CDS_0055)
53 | 56 57

IMGVR_UViG_3300045988_043331|3300045988|Ga0495776_113341 33413:41180(+)

DNA methyltra nsfferase (CDS_0065)
DNA methyltransferase (CDS_0064)
66 | 63 62

IMGVR_UViG_3300045988_096434|3300045988|Ga0495776_028613 37471:45238(-)

DNA methyltransferase (CDS_0054)
radical SAM domain protein (CDS_0056)
DNA methyl‘transferase (Cbs_0055)
53 | | 57

IMGVR_UViG_3300045988_044948|3300045988|Ga0495776_151839 33742:41508(+)

cysH_IV-B_1 (CDS_0015)
CDS_0016
CDS_0012 CDS_0014 CDsS_0017

§#

uvig 559522 3930:11708(+)

DNA methyltransferase (CDS_0047)
CDS_0048
CDS_0046 CDS_0049

§#

MGV-GENOME-0314842 30454:38019(+)

cysH_IV-B_1(CDS_0029)
CDS_0028
CDS_0030 CDS_0027

i#

uvig 155542 11782:19713(-)

phosphoheptose isomerase (CDS_0060)

DNA methyltransferase (CDS_0058)
DNA methyltransferase (CDS_0061)
Druantia_ll_DruM (CDS_0055) 57 59 \ 62

SRS015095_a1_ct3749_vs1 35828:45509(+)
CDS_0057

uvig 249578 40379:47305(+)

CDS 0015
CDS_0014 | CDS_0016 DNA methyltransferase (CDS_0019)

uvig_323335 7706:14360(+)
CDS_0049 CDS_0050 CDS_0052 cysH_IV-B_1(CDS_0053)

IMGVR _UViG_3300045988_047913|3300045988|Ga0495776_113157 33042:39752(+)
CDS_0046 CDS_0047

uvig_597752 30911:37620(+)

CDS_0049 CDS_0050 cysH_IV-B_1 (CDS_0053)

IMGVR_UViG_3300045988_047816|3300045988|Ga0495776_112963 32999:40051(+)

DNA methyltransferase (CDS_0052)
“phosphoheptose isomerase (CDS_0055)
DNA methyl‘transferase (CDS_0053)
51 | 54 56 57
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phosphoheptose isomerase (CDS_0053)
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phosphoheptose isomerase (CDS_0053)
DNA methyltransferase (CDS_0054)
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phosphoheptose isomerase (CDS_0054)
DNA methyltransferase (CDS_0055)

DNA methyltransferase (CDS_0052)
51 53 | 56 57 62

IMGVR_UViG_3300045988_032220|3300045988|Ga0495776_005106 33065:42038(+)

phosphoheptose isomerase (CDS_0056)
DNA methyltransferase (CDS_0057)
DNA methyltransferase (CDS_0054)
53 55 | 58

#
R

IMGVR_UViG_3300045988_068110|3300045988|Ga0495776_169428 34739:43110(+)

phosphoheptose isomerase (CDS_0047)
DNA methyltransferase (CDS_0048)

DNA methyltransferase (CDS_0045)
44 46 | 49

IMGVR_UViG_3300045988_026077|3300045988|Ga0495776_165623 28394:36567(+)

phosphoheptose isomerase (CDS_0025)
DNA methyltransferase (CDS_0023)
DNA methyltransferase (CDS_0026)
22 24 | 27
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phosphoheptose isomerase (CDS_0056)
DNA methyltransferase (CDS_0057)
DNA methyltransferase (CDS_0054)
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58

IMGVR_UViG_3300045988_063636|3300045988|Ga0495776_158232 34838:43574(+)

CDS_0047
| cps 0048

>

oA B0

MGV-GENOME-0319966 31817:38431(+)

CDS_0036 phosphoheptose isomerase (CDS_0041)
| cbs 0037 CDS_0042

MGV-GENOME-0310239 23488:30619(+)

radical SAM domain protein (CDS_0013)
CDS_0012 CDS_0014 CDS_0018

é#

uvig_329498 3521:11527(+)

CDS_0049
[ cDs.0050 CDS_0053

) ) B

MGV-GENOME-0321239 33183:39487(+)
CDS_0048 DNA methyltransferase (CDS_0049)

MGV-GENOME-0316586 32085:39512(+)

CDS_0046
[ cDs.0047

uvig_153384 32085:39123(+)

PD-Lambda-5_ PD-Lambda-5_B (CDS_0045)

CDS_0043
CDS_0038 " | CDS_0044 Druantia_ll__DruM (CDS_0046)

IMGVR_UViG_3300045988_044884|3300045988|Ga0495776_165709 29555:38161(+)

PD-Lambda-5_ PD-Lambda-5_B (CDS_0042)
CDS_0040

;

" | cps_0041 Druantia_ll_DruM (CDS_0043)
I I
IMGVR_UViG_3300045988 060457|3300045988|Ga0495776_177608 27659:36897(+)
CDS_0052
PD-Lambda-5_PD-Lambda-5_B (CDS_0048) CDS_0051 CDS_0053

é

IMGVR_UViG_3300045988_020350|3300045988|Ga0495776_169217 31539:41131(+)

DNA methyltransferase (CDS_0069)
DNA methyltransferase (CDS_0068)
CDS_0070 ‘ CDS_0065
CDS_0071] CDS_0066 | CDS_0064

!ﬁ

MGV-GENOME-0319609 42812:50161(-)

DNA methyltransferase (CDS_0038)
CDS_0037
CDS_0036] DNA methyltransferase (CDS_0039)

!ﬁ

MGV-GENOME-0301117 24981:32330(+)

DNA methyltransferase (CDS_0028)
CDS_0027 DNA methyltransferase (CDS_0029)

!*

uvig 483439 15391:22742(+)

DNA methyltransferase (CDS_0050)
CDS_0049
CDS_0048] DNA methyltransferase (CDS_0051)

%ﬁ

MGV-GENOME-0316981 30789:38809(+)

DNA methyltransferase (CDS_0063)
CDS_0064 DNA methyltransferase (CDS_0062)

!ﬁ

uvig 130028 38684:45394(-)

DNA methyltransferase (CDS_0038)
CDS_0037 DNA methyltransferase (CDS_0039)

!*

MGV-GENOME-0300039 25151:31861(+)

DNA methyltransferase (CDS_0050)
CDS_0049 DNA methyltransferase (CDS_0051)

!#

OTU_966 31323:38740(+)

DNA methyltransferase (CDS_0039)
CDS_0033 CDS 0038
CDS_0032 CDS_0037| DNA methyltransferase (CDS_0040)

é#

MGV-GENOME-0299099 24163:31856(+)
CDS_0033Druantia_lI__DruM (CDS_0032)

uvig 42751 12135:19483(-)

CDS_0057
" | cDS_0058Druantia_Il_DruM (CDS_0059)

uvig 466801 48274:55975(+)

CDS_0030
CDS_0031| Druantia_Il_DruM (CDS_0029)

uvig_ 462940 11287:18349(-)

Druantia_ll_DruM (CDS_0048)
47 49 50 51

uvig_435579_ 31076:38431(+)

CDS_0059 CDS_0057
CDS_0058

MGV-GENOME-0304649 36963:43642(-)

CDS_0038 CDS_0040
CDS_0039

i%

MGV-GENOME-0288151 23356:30035(+)

CDS_0040
| cps 0041

MGV-GENOME-0316454 27727:33745(+)
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