
MGV-GENOME-0301117 16134:25328(+)

CDS_0018

tail protein (CDS_0019)

CDS_0020

CDS_0021

tail protein (CDS_0022)

tail fiber protein (CDS_0023)

CDS_0024
CDS_0025

Retron_VI__HTH (CDS_0026)

Retron_VI__HTH (CDS_0027)

CDS_0028
CDS_0029

CDS_0030

CDS_0031

MGV-GENOME-0299099 16122:24861(+)

tail fiber protein (CDS_0023)
CDS_0024

MGV-GENOME-0300039 16122:25498(+)

tail fiber protein (CDS_0023)

CDS_0024
CDS_0025

uvig_368541 16122:23815(+)

tail fiber protein (CDS_0023)

MGV-GENOME-0295820 16122:23803(+)

tail fiber protein (CDS_0023)

MGV-GENOME-0295458 16122:23817(+)

tail fiber protein (CDS_0023)

MGV-GENOME-0302857 16134:25349(+)

tail fiber protein (CDS_0023)

CDS_0024
CDS_0025

MGV-GENOME-0299360 16753:25661(+)

tail fiber protein (CDS_0023)

Retron_VI__HTH (CDS_0025)
Retron_VI__HTH (CDS_0026)

CDS_0027
CDS_0032

MGV-GENOME-0295245 16122:24123(+)

CDS_0023
Retron_VI__HTH (CDS_0024)

Retron_VI__HTH (CDS_0025)

uvig_303786 16122:30257(+)

tail fiber protein (CDS_0023)
24 25 26 27

MGV-GENOME-0288151 16753:24016(+)

CDS_0024

CDS_0025
CDS_0026

kinase (CDS_0027)

MGV-GENOME-0303692 16753:24723(+)

tail fiber protein (CDS_0023)

CDS_0025

CDS_0026
CDS_0027

kinase (CDS_0028)

MGV-GENOME-0298697 16765:25343(+)

CDS_0025

CDS_0026
CDS_0027

kinase (CDS_0028)

MGV-GENOME-0299741 16753:25237(+)

tail fiber protein (CDS_0023)
CDS_0025

CDS_0026
CDS_0027

kinase (CDS_0028)

MGV-GENOME-0310239 16122:24148(+)

CDS_0022 CDS_0024

CDS_0025
CDS_0026

kinase (CDS_0027)

uvig_557841 16122:34365(+)

tail fiber protein (CDS_0023)
24 25 26 27

Siderophore-dependent iron uptake system (VF0738) (CDS_0028)

29 30 31 33
34

35
kinase (CDS_0036)

uvig_285420 16122:34425(+)

tail fiber protein (CDS_0023)
24 25 26 27

Siderophore-dependent iron uptake system (VF0738) (CDS_0028)

29 30 31

uvig_367837 16122:43832(+)

tail fiber protein (CDS_0023)

24 25
26

27 28 29 30 31 32 33

FbpABC (VF0272) (CDS_0034)
RegX3 (VF0858) (CDS_0035)

36 37

DNA repair protein (CDS_0038)

39 40

IMGVR_UViG_3300045988_065697|3300045988|Ga0495776_093570 16753:32751(+)

24 26 27
28

29 30 31
32

33 34

hemolysin (CDS_0035)

3637

IMGVR_UViG_3300045988_056720|3300045988|Ga0495776_183917 16753:31990(+)

26 27
28

29 30 31
32

peptidase (CDS_0033)

3435 36

IMGVR_UViG_3300045988_058952|3300045988|Ga0495776_158324 16753:32226(+)

24 26 27
28

29 30 31
32

33 34

hemolysin (CDS_0035)

36

IMGVR_UViG_3300045988_049301|3300045988|Ga0495776_012174 16753:31529(+)

26 27
28

29 30 31
32

33
endolysin (CDS_0034)

3536

IMGVR_UViG_3300045988_061208|3300045988|Ga0495776_147275 16753:31934(+)

26 27
28

29 30 31
32

peptidase (CDS_0033)

34
35

36

IMGVR_UViG_3300045988_057577|3300045988|Ga0495776_114468 16753:31529(+)

26 27
28

29

RT_III-AM_III-B_2 (CDS_0030)

31 32
33

34 35hemolysin (CDS_0036)

IMGVR_UViG_3300045988_024706|3300045988|Ga0495776_177703 16753:29859(+)

26 27
28

29 30 31

32
33

peptidase (CDS_0034)

3536 Retron_VI__HTH (CDS_0037)

IMGVR_UViG_3300029700_000008|3300029700|Ga0245207_100549 16753:32188(+)

26 27
28

29 30 31
32

endolysin (CDS_0033)

34

hemolysin (CDS_0035)

36 37

IMGVR_UViG_3300045988_058085|3300045988|Ga0495776_077352 16753:31837(+)

26 27
28

29 30 31
32

endolysin (CDS_0033)

343536

IMGVR_UViG_3300045988_042337|3300045988|Ga0495776_057589 16753:31532(+)

26 27
28

29 30 31
32

peptidase (CDS_0033)

3435

IMGVR_UViG_3300045988_061344|3300045988|Ga0495776_077499 16753:32101(+)

26 27
28

29 30 31
32

endolysin (CDS_0033)

3435 36

IMGVR_UViG_3300045988_056741|3300045988|Ga0495776_157427 16753:31660(+)

26 27
28

29 30 31
32

33 34hemolysin (CDS_0035)

uvig_542604 16808:31479(+)

27
Avd protein of DGR (CDS_0028)

29 30 31 32

33
34

endolysin (CDS_0035)

36hemolysin (CDS_0037)

uvig_129581 16753:35484(+)

26
Avd protein of DGR (CDS_0027)

28 29

Hoc-like head decoration (CDS_0030)

31
32

endolysin (CDS_0033)

34

hemolysin (CDS_0035)

36 37

uvig_471353 16753:32655(+)

26
Avd protein of DGR (CDS_0027)

28

Reverse transcriptase (CDS_0029)
Hoc-like head decoration (CDS_0030)

31
32

endolysin (CDS_0033)

34

hemolysin (CDS_0035)

36

uvig_339534 16753:31409(+)

26
Avd protein of DGR (CDS_0027)

28

Hoc-like head decoration (CDS_0029)

30
31

endolysin (CDS_0032)

33hemolysin (CDS_0034)

IMGVR_UViG_3300045988_059409|3300045988|Ga0495776_114483 16753:31466(+)

24 27 28
29

30 31 32
33

34 35hemolysin (CDS_0036)

IMGVR_UViG_3300045988_049305|3300045988|Ga0495776_012588 16753:31760(+)

26 27
28

29 30 31
32

33 3435 36
Retron_VI__HTH (CDS_0037)

Retron_VI__HTH (CDS_0038)

IMGVR_UViG_3300045988_044792|3300045988|Ga0495776_012600 16753:31835(+)

26 27
28

29 30 31
32

33 34
35

36

Retron_VI__HTH (CDS_0037)

Retron_VI__HTH (CDS_0038)

uvig_230649 16753:35679(+)

26
Avd protein of DGR (CDS_0027)

28 29

Hoc-like head decoration (CDS_0030)

31
32

33 3435

Retron_I_C__RT_1_C1 (CDS_0036)

37 38

MGV-GENOME-0326535 16753:33676(+)

26 27
28

29 30 31
32

33 3435 Retron_I_C__RT_1_C1 (CDS_0036)

IMGVR_UViG_3300045988_058935|3300045988|Ga0495776_183622 16753:30499(+)

26 27
28

29 30 31
32

33

uvig_473426 16753:32198(+)

26
Avd protein of DGR (CDS_0027)

28

Reverse transcriptase (CDS_0029)

Hoc-like head decoration (CDS_0030)

31
32

endolysin (CDS_0033)

34

hemolysin (CDS_0035)

36
integrase (CDS_0037)

integrase (CDS_0038)

Retron_VI__HTH (CDS_0039)

Retron_VI__HTH (CDS_0040)

MGV-GENOME-0317546 16753:30980(+)

26 27
28

29 30 31
32

33 3435
36

37

Retron_VI__HTH (CDS_0038)

Retron_VI__HTH (CDS_0039)

MGV-GENOME-0319186 16753:32687(+)

26 27
28

29 30 31
32

33 34353637 38 45

uvig_180913 16753:35714(+)

26
Avd protein of DGR (CDS_0027)

28

Reverse transcriptase (CDS_0029)
Hoc-like head decoration (CDS_0030)

31
32

endolysin (CDS_0033)

34

hemolysin (CDS_0035)

36 37
38

39 40 41

uvig_418021 16753:40954(+)

26
Avd protein of DGR (CDS_0027)

28 29

Hoc-like head decoration (CDS_0030)

31
32

33 34

hemolysin (CDS_0035)

3637

Lysine synthesis (VF0815) (CDS_0038)

39 40
DNA repair protein (CDS_0041)

42 43

uvig_191158 16753:39858(+)

26
Avd protein of DGR (CDS_0027)

28

Reverse transcriptase (CDS_0029)
Hoc-like head decoration (CDS_0030)

31

32
33

endolysin (CDS_0034)

35

hemolysin (CDS_0036)

37 38 39
DNA repair protein (CDS_0040)

41 42

uvig_128466 16753:41195(+)

26
Avd protein of DGR (CDS_0027)

28 29

Hoc-like head decoration (CDS_0030)

31
32

33 34

hemolysin (CDS_0035)

36 37
38

39 40 41 42 43 44 45

uvig_397698 16753:45437(+)

26
Avd protein of DGR (CDS_0027)

28 29

Hoc-like head decoration (CDS_0030)

31
32

endolysin (CDS_0033)

34

hemolysin (CDS_0035)

Lamassu-Fam__LmuA_effector_Hydrolase (CDS_0036)

37 38 39 40 41 42
Siderophore-dependent iron uptake system (VF0738) (CDS_0043)

44 45 46

uvig_249578 16753:40362(+)

26
Avd protein of DGR (CDS_0027)

28 29

Hoc-like head decoration (CDS_0030)

31
32

33 3435 36 37 38

Siderophore-dependent iron uptake system (VF0738) (CDS_0039)

40 41 42

uvig_462208 16753:37591(+)

26

Hoc-like head decoration (CDS_0027)

28
29

endolysin (CDS_0030)

31

hemolysin (CDS_0032)

33 34 35 36 37
38

39 40

NC_047915.1 16753:32547(+)

26
Avd protein of DGR (CDS_0027)

28

Reverse transcriptase (CDS_0029)
Hoc-like head decoration (CDS_0030)

31
32

endolysin (CDS_0033)

34

hemolysin (CDS_0035)

36 37

IMGVR_UViG_3300045988_063668|3300045988|Ga0495776_164446 16753:33002(+)

26 27
28

29 30 31
32

33 3435 36

OTU_966 16753:31508(+)

26
Avd protein of DGR (CDS_0027)

28 29

Hoc-like head decoration (CDS_0030)

31

32
33

peptidase (CDS_0034)

35hemolysin (CDS_0036)

MGV-GENOME-0312481 16753:31516(+)

26 27
28

29 30 31

32
33

endolysin (CDS_0034)

3536

IMGVR_UViG_2915337646_000003|2915337646|2915337650|60462-115178 16753:33066(+)

26
Avd protein of DGR (CDS_0027)

28 29

Hoc-like head decoration (CDS_0030)

31
32

endolysin (CDS_0033)

34

hemolysin (CDS_0035)

36 37

uvig_544951 16753:33758(+)

26
Avd protein of DGR (CDS_0027)

28 29 30 31
32

endolysin (CDS_0033)

34

hemolysin (CDS_0035)

36
37

38 39

MGV-GENOME-0321306 16753:33188(+)

26 27
28

29 30 31
32

endolysin (CDS_0033)

3435

36
37

38DnaD-like helicase loader (CDS_0039)

IMGVR_UViG_3300045988_060139|3300045988|Ga0495776_169482 16753:30654(+)

26 27
28

29 30 31
32

33

IMGVR_UViG_3300045988_065640|3300045988|Ga0495776_157546 16753:30108(+)

26 27
28

29 30 31
32

MGV-GENOME-0324988 16753:31893(+)

26 27
28

29 30 31
32

endolysin (CDS_0033)

343536

MGV-GENOME-0318648 16753:31511(+)

26 27
28

29 30 31
32

33 3435

uvig_390315 16753:31511(+)

26
Avd protein of DGR (CDS_0027)

28 29 30 31
32

endolysin (CDS_0033)

34hemolysin (CDS_0035)

SRS015095_a1_ct3749_vs1 16753:35298(+)

26
Avd protein of DGR (CDS_0027)

28

Reverse transcriptase (CDS_0029)
Hoc-like head decoration (CDS_0030)

31
32

33 34

hemolysin (CDS_0035)

36

RosmerTA__RmrT_2600853143 (CDS_0037)
RosmerTA__RmrA_2600853143 (CDS_0038)

39 40

MGV-GENOME-0317396 16753:29189(+)

26 27
28

29 30

MGV-GENOME-0316981 16753:31450(+)

26 27 28 29 30

31
32

3334 35 36
37

38
kinase (CDS_0039)

uvig_1435 16753:43787(+)

26
Avd protein of DGR (CDS_0027)

28 29

Hoc-like head decoration (CDS_0030)

31
32

33 34

hemolysin (CDS_0035)

36 37 38 39
ATPase (CDS_0040)

41 42

Siderophore-dependent iron uptake system (VF0738) (CDS_0043)

44 45 46

MGV-GENOME-0299112 16753:25297(+)

CDS_0026
CDS_0027

CDS_0028
CDS_0029

uvig_466801 16753:49285(+)

26
Avd protein of DGR (CDS_0027)

Reverse transcriptase (CDS_0028)
Hoc-like head decoration (CDS_0029)

30
31

endolysin (CDS_0032)

33

hemolysin (CDS_0034)

integrase (CDS_0035)
36 37

arsinothricin resistance N-acetyltransferase ArsN1 family A (NF040503.1) (CDS_0038)

39 40 41 42 43 44
DNA repair protein (CDS_0045)

46 47

Han_2018_ERR1398083_NODE_65_length_67365_cov_33.068608 16753:46105(+)

26
Avd protein of DGR (CDS_0027)

28 29

Hoc-like head decoration (CDS_0030)

31
32

endolysin (CDS_0033)

34

hemolysin (CDS_0035)

36

arsinothricin resistance N-acetyltransferase ArsN1 family A (NF040503.1) (CDS_0037)

38 39 40 41 42 43
DNA repair protein (CDS_0044)

45 46

uvig_111069 16122:38512(+)

tail fiber protein (CDS_0023)
24

arsinothricin resistance N-acetyltransferase ArsN1 family A (NF040503.1) (CDS_0025)

26 27 28 29 30 31
DNA repair protein (CDS_0032)

33 34

IMGVR_UViG_3300045988_060457|3300045988|Ga0495776_177608 17151:28357(+)

tail fiber protein (CDS_0023)

CDS_0024
CDS_0025

CDS_0028
CDS_0029

MGV-GENOME-0316454 16122:27561(+)

tail fiber protein (CDS_0023)

CDS_0024

CDS_0025
CDS_0026

CDS_0028

uvig_289415 17151:31721(+)

CDS_0028
CDS_0029

CDS_0030 CDS_0031

MGV-GENOME-0314842 17151:29922(+)

CDS_0028
CDS_0029

CDS_0030

MGV-GENOME-0314666 16753:30106(+)

CDS_0025

CDS_0027
CDS_0028

CDS_0029
CDS_0030

uvig_233771 17151:41281(+)

28

Hoc-like head decoration (CDS_0029)

30
31

endolysin (CDS_0032)

333435 36 37 38 39 40
phosphofructokinase (CDS_0041)

42 43

MGV-GENOME-0338227 17151:34619(+)

28

Hoc-like head decoration (CDS_0029)

30
31

endolysin (CDS_0032)

333435 36 37 38

IMGVR_UViG_3300045988_032375|3300045988|Ga0495776_147222 17151:30490(+)

28 29 30
31

endolysin (CDS_0032)

33

IMGVR_UViG_3300045988_026077|3300045988|Ga0495776_165623 17151:28690(+)

28 29
30

31 32

IMGVR_UViG_3300045988_047913|3300045988|Ga0495776_113157 17151:33702(+)

28 29 30 31 32

33
34

peptidase (CDS_0035)

3637 41 42

MGV-GENOME-0316586 16753:32745(+)

27 28 29 30 31

32
33

34
35

36

IMGVR_UViG_3300045988_044948|3300045988|Ga0495776_151839 17151:34038(+)

28 29
30

31 32 33
34

35

36
37

hemolysin (CDS_0038)

IMGVR_UViG_3300045988_065311|3300045988|Ga0495776_077738 17151:33158(+)

28 29 30 31 32
33

34

35 36

IMGVR_UViG_3300045988_068110|3300045988|Ga0495776_169428 17151:34722(+)

28 29 30 31 32
33

34

35
36

37 38

IMGVR_UViG_3300045988_047816|3300045988|Ga0495776_112963 17151:33346(+)

28 29 30 31 32
33

34

35
36

37

IMGVR_UViG_3300045988_043403|3300045988|Ga0495776_169118 17151:33990(+)

28 29 30 31 32
33

34

35
36

37 38

uvig_134045 17151:34793(+)

28
Avd protein of DGR (CDS_0029)

30

Hoc-like head decoration (CDS_0031)

32
33

34

35
36

hemolysin (CDS_0037)

38 39

IMGVR_UViG_3300045988_023691|3300045988|Ga0495776_130527 17151:33340(+)

28 29 30 31 32
33

34

35
36

37 38

Retron_VI__HTH (CDS_0039)

Retron_VI__HTH (CDS_0040)

uvig_187652 17151:38789(+)

28
Avd protein of DGR (CDS_0029)

Reverse transcriptase (CDS_0030)
Hoc-like head decoration (CDS_0031)

32
33

34
endolysin (CDS_0035)

36

hemolysin (CDS_0037)

RosmerTA__RmrA_2634932349 (CDS_0038)

39 40 41 42

uvig_284878 17151:40541(+)

28 29 30

Hoc-like head decoration (CDS_0031)

32
33

34

35
36

hemolysin (CDS_0037)

38 39 40 41 42 43 44

uvig_488406 17151:41416(+)

28
Avd protein of DGR (CDS_0029)

Reverse transcriptase (CDS_0030)
Hoc-like head decoration (CDS_0031)

32
33

34
endolysin (CDS_0035)

36

hemolysin (CDS_0037)

RosmerTA__RmrA_2634932349 (CDS_0038)

39
40

RegX3 (VF0858) (CDS_0041)

vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0042)

MntABC (VF0455) (CDS_0043)

44 Tyrosine phosphatase (VF0852) (CDS_0045)

IMGVR_UViG_3300045988_063636|3300045988|Ga0495776_158232 17151:34672(+)

28 29 30 31 32
33

34

35
36

37 38

OTU_923 17151:33384(+)

28
Avd protein of DGR (CDS_0029)

30

Hoc-like head decoration (CDS_0031)

32
33

34

35
36

hemolysin (CDS_0037)

IMGVR_UViG_3300029394_000152|3300029394|Ga0243997_1000337 17151:47085(+)

28 29 30

Hoc-like head decoration (CDS_0031)

32
33

34

35
36

hemolysin (CDS_0037)

38 39 40 41
42

43

FbpABC (VF0272) (CDS_0044)

RegX3 (VF0858) (CDS_0045)

46 47
DNA repair protein (CDS_0048)

49 50

IMGVR_UViG_3300045988_056753|3300045988|Ga0495776_168961 15284:30965(+)

17 22 23 24 25 26 27

Reverse transcriptase (CDS_0028)
endolysin (CDS_0029)

30 31 32

10000 nt
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