virion structural protein (CDS_0013) CDS_0019

CDS_0012 "CDS_0020  CDS_0022
CDs 0011]  CDS.0014 CDS_0015 CDS 0016  CDS_0017 CDS 0018 | cbs.o021]

OB A ) ) 0 ) DD

IMGVR_UViG_3300045988_032759|3300045988|Ga0495776_098031 8981:24970(+)

CDS 0019
CDS_0014 CDS_0018 "] cDs_0020
OO A )/ ) ) YOEE-D

MGV-GENOME-0297347 8981:24970(+)

CDS_0018 CDS_0021

CDS_0017 | cps_0019
MGV-GENOME-0293755 9014:24328(+)
virion structural protein (CDS_0013)
virion structural protein (CDS_0014) CDS_0019
tail protein (CDS_0010) CDS_0018 | cps_0020
uvig_5875 8502:24328(+)
CDS_0023
CDS 0018 CDS 0022 | CDS 0025
CDS_0017 | cDbs.0019 | CDS.0024 CDS 0026 CDS 0027
MGV-GENOME-0281111 8965:27781(+)
CDS_0018 CDS_0024
CDS_0017 | cDs.0019 CDS.0023 | SspBCDE_ SspD (CDS_0025)
MGV-GENOME-0287677 8795:26635(+)
CDS_0019
CDS 0017 CDS_0018 CDS 0020
IMGVR _UViG_3300045988_023115|3300045988|Ga0495776_014065 9001:23915(+)
CDS 0018
CDS_0017 CDS 0019
uvig 297687 9056:23915(+)
CDS 0018
CDS_ 0017 CDS 0019

OB A ) 0 HBEDED D

IMGVR_UViG_3300045988_008240|3300045988|Ga0495776_020379 9001:24261(+)

CDS 0018  CDS 0021
CDS.0017 CDS 0019
OB A ) ) MBEDED D

IMGVR_UViG_3300029554_000022|3300029554|Ga0245041_100408 9068:24265(+)

CDS_0019
CDS_0015 CDS_0017 CDS_0018 TCDS_OOZO
MGV-GENOME-0287531 8986:22868(+)
18 1920 21 22223

COPEA ) 0 DDA B OD

IMGVR_UViG_3300045988_024522|3300045988|Ga0495776_134353 9570:27748(+)

endolysin (CDS_0019)
CDS_0022
DS_0020
CDS_0017 CDS_0018 | CDS_0023

ODEA ) 0 B DD-D

MGV-GENOME-0287986 8970:23240(+)

CDS_0015

Y, ) D

MGV-GENOME-0256806 8531:16332(+)

endolysin (CDS_0021)
CDS_0015 CDS_0016 CDS_0019  CDS.0020

A I, 0 MBI D

MGV-GENOME-0294632 9008:23929(+)

CDS_0018 CDS_0020
CDS_0017 CDS_0019 CDS_0025 CDS_0026

OO0 A ! )y AP0 T H>-OD

MGV-GENOME-0288263 8981:26426(+)

protease (CDS_0018)
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MGV-GENOME-0295156 8974:28793(+)
CDS_0018
CDS_0017 CDS_0019 CDS_0025
MGV-GENOME-0288211 8999:26156(+)
CDS_0019
TCDS_OOZO
CDS 0017  CDS.0018]
uvig 106817 8918:25851(+)
CDS_0017 CDS_0019 CDS 0020 CDS_0021 CDS 0022
MGV-GENOME-0303157 10092:29628(+)
CDS_0018
CDS_0017 CDS 0019
IMGVR UVIG 3300045988 024687|3300045988|Ga0495776 054079 9000:27272(+)
16 17 18 19 20

O A ) ) D N OEDUUL DD

MGV-GENOME-0302985 9000:28553(+)

CDS_0016 CDS_0017 CDS_0018 endolysin (CDS_0019)
uvig 99634 9000:28498(+)
CDS_0019
CDS_0018 CDS_0020
IMGVR_UViG_3300045988_005506|3300045988|Ga0495776_012691 9481:26578(+)
CDS_0019
CDS_0017 CDS_0018 CDS_0020

COPEA ) DD PO L D

uvig 40171 8989:26130(+)

CDS_0017 CDS_0018 CDS_0019 CDS 0020
uvig 569175 8979:29366(+)
CDS_0018 CDS 0019 CDS_0020 endolysin (CDS_0021)
uvig 195174 9541:29859(+)
CDS_0017

CDS_0016 | cDs.0018

SAMN11031368_al_ct3801 9007:25773(+)
CDS 0019
CDS_0015 CDS_0016 CDS_0018 | cps 0020
IMGVR _UViG_3300045988_011667|3300045988|Ga0495776_099966 9057:26164(+)
CDS 0019
CDS_0014 CDS_ 0015 CDS 0018 CDS_0020

IMGVR_UViG_3300045988_015132|3300045988|Ga0495776_100093 8600:26164(+)

endolysin (CDS_0020)
CDS_0018 CDS_001§ CDS_0027

COBEA ) 0 HEEOEDPDUL I D

uvig_156822 9598:26699(+)

CDS_0019
CDS_0018 CDS_0020
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uvig 434259 9615:25870(+)

CDS_0018 CDS_0020

CDS_0017 " |cps_0019
uvig 542872 8978:27044(+)
CDS_0017 CDS_0018  CDS 0019 CDS_0020

COPEA ) 0 — PO DD

MGV-GENOME-0299715 9005:29424(+)

CDS_0019
CDS_0018 CDS_0020
MGV-GENOME-0294106 9533:26909(+)
CDS_0019
CDS_0018 CDS_0020
IMGVR _UViG_3300029851 000011|3300029851|Ga0245290_100490 9076:27008(+)
CDS_0020
CDS_0019 CDS_0021
OTU_1485 9075:26942(+)
CDS_0018
CDS_0017 CDS_0019 exonuclease (CDS_0027)

COBEA ) 0 DO Db

IMGVR_UViG_3300014709_000002|3300014709|Ga0134424_100105 9053:27625(+)

CDS_0019
CDS_0015 CDS_0016 CDS_0018 | cDs_0020
MGV-GENOME-0289587 9057:26164(+)
CDS_0019
CDS_0018 " | CDS.0020 CDS_0022
IMGVR_UViG_3300045988_011851|3300045988|Ga0495776_100023 9057:26164(+)
CDS_0018
CDS_0017 CDS 0019 CDS 0023
IMGVR _UViG_3300045988_012617|3300045988|Ga0495776_020554 9050:27691(+)
CDS_0018
CDS_0017 CDS_0019

MGV-GENOME-0288089 9050:27691(+)

CDS_0018
CDS_0017 CDS_0019

OB ) 0 BEEE-POL O

IMGVR_UViG_3300045988_021660|3300045988|Ga0495776_002661 9031:26030(+)

CDS_0018

CDS_0017 CDS_0019 CDS_0021
IMGVR_UViG_3300023721_000006|3300023721|Ga0257062_100543 9054:27258(+)

CDS_0017
MGV-GENOME-0271982 9002:25542(+)
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uvig 242465 9587:29321(+)
CDS_0017 CDS_0018 CDS_0019 CDS_0020

COBEA ) 0 al PO LA D

uvig 70943 8976:29667(+)
virion structural protein (CDS_0013) CDS_0017 CDS_0018 CDS_0019 CDS_0020
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MGV-GENOME-0300657 8519:29698(+)

CDS_0018 CDS_0019 CDS_0020 CDS_0021
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IMGVR_UViG_3300045988_036706|3300045988|Ga0495776_006274 8519:29668(+)

CDS_0018 CDS_0023

CDS_0017 CDS_0019 T cDs_0024

IMGVR_UViG_3300045988_021603|3300045988|Ga0495776_012688 8999:26020(+)
CDS_0021
virion structural protein (CDS_0016) CDS_0020 CDS_0022
IMGVR _UViG_3300030400_000007|3300030400|Ga0238533 10005 9585:26216(+)
CDS_0021
CDS_0019 CDS:OOEO CDS_ 0022 CDS_0026
MGV-GENOME-0293061 9142:27571(+)
CDS_0018 CDS_0024
CDS_0017 CDS_0019 T cDs_0026

COBEA ) 0 HEEOE-POUDL0DD

MGV-GENOME-0292749 9054:26445(+)

CDS_0018 CDS_0020

CDS 0017 €DS 0019
IMGVR_UVIiG_3300045988 015264|3300045988|Ga0495776_132593 9013:26846(+)
CDS_0018
CDS_0017 CDS 0019 CDS_0025
uvig 566668 8984:25849(+)
CDS_0018
CDS_0017 ~| cDs_0019
IMGVR _UViG_3300045988_031150|3300045988|Ga0495776_139874 8965:26586(+)
CDS_0019
CDS 0017 CDS.0018 | CDS 0020
IMGVR _UViG_3300045988_037199|3300045988|Ga0495776_020458 9056:26114(+)
CDS_0019
CDS_0017 CDS_0018 CDS 0020

COPEA ) 0 HEEE-DOUL DD

uvig_23814 9056:27024(+)

CDS_0017 CDS_0018 CDS_0025

IMGVR_UViG_3300045988 032438|3300045988|Ga0495776_135939 9053:22321(+)

17 18 19 20 21
uvig 312031 9002:27077(+)

CDS_0018

CDS_0017 CDS_0019

MGV-GENOME-0278130 9000:24435(+)
15 16 17 18 19 20 21 27
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uvig 232434 8545:29447(+)

CDS.0016  CDS.0018
"€DS_0017| CDS_0019

A PEBEBEED DO XD

MGV-GENOME-0295371 9105:21496(+)

16 17 18 19 20 21
IMGVR_UViG_3300045988_016665|3300045988|Ga0495776_019648 9085:27687(+)
CDS_0019
CDS_0018 CDS_0020

COBEA ) 0 D DI

uvig 541703 9542:27632(+)

15 16 17 18 19 20

P o a IBOE-DOOL A1

IMGVR_UViG_3300029881_000020|3300029881|Ga0245307_1000867 8599:25815(+)

endolysin (CDS_0019)
CDS_0017 CDS_0018 CDS_0020CDS_0025 CDS_0026

OB ) 0 EBRDE-DOUIT D

MGV-GENOME-0291642 9092:26365(+)

endolysin (CDS_0019)
CDS_0017 CDSfOOlé CDS_0020

COBEA ) )y DEOE-DOUDIL Db

IMGVR_UViG_3300045988_029643|3300045988|Ga0495776_014040 9092:26365(+)

endolysin (CDS_0017)
CDS_0016 HNH endonuclease (CDS_0019)

P EA OOEHD-BDUE TO{ b

MGV-GENOME-0261781 9175:20757(+)

HNH endonuclease (CDS_0023)

CDS_0020
CDS_0019 CDS_0021 | CDS_0024
IMGVR_UViG_3300045988_023303|3300045988|Ga0495776_014446 9633:24489(+)
CDS_0020
CDS_0019 CDS_0021
IMGVR_UViG_3300045988_031816|3300045988|Ga0495776_014574 9634:27605(+)
CDS_0020
CDS_0016  CDS_0017 CDS_0019 CDS_0021
IMGVR_UViG_3300045988_021975|3300045988|Ga0495776_012718 9042:23296(+)
CDS_0017 CDS_0018 CDS_0019 CDS_0020

COPEA ) ) — oD

MGV-GENOME-0299869 9067:26641(+)

CDS_0017 CDS_0018 CDS_0019 CDS_0020
IMGVR_UViG_3300045988_041593|3300045988|Ga0495776_092973 9260:25068(+)
17 18 19 20 21
IMGVR_UViG_3300045988 015183|3300045988|Ga0495776_029824 9002:30373(+)
17 18 19 20 21
MGV-GENOME-0302590 9002:30373(+)
CDS_0018 CDS_0019 CDS_0020 CDS_0021
IMGVR_UViG_3300045988_045335|3300045988|Ga0495776_006784 9589:30331(+)
CDS_0018 CDS_0019 CDS_0020 CDS_0021
uvig 231782 9589:30331(+)
CDS_0018 CDS_0019 CDS_0020 CDS_0021

MGV-GENOME-0300087 9589:30331(+)
CDS_0019 CDS_0021

CDS.0018 [ CDS.0020 |
OO0 A ) 0 DO PD-D—DD{D

MGV-GENOME-0287247 9490:27342(+)

CDS_0020 CDS_0021 CDS_0022 CDS_0023
uvig 325229 9948:27034(+)
CDS_0021
CDS_0018 CDS_0019 CDS_0020 CDS_0023 CDS_0024
uvig_311598 9565:27688(+)
CDS_0015 CDS_0017 CDS_0019

DA ) I L L A D

IMGVR_UViG_3300045988_023666|3300045988|Ga0495776_012767 8519:26101(+)

CDS_0017
CDS_0016 CDS_0018
IMGVR_UViG_3300045988_035721|3300045988|Ga0495776_112573 9011:22027(+)
CDS_0018
CDS_0017 CDS_0019
OTU_1419 8991:23763(+)
CDS_0019

CDS_0018 CDS_0020

uvig 226700 9587:23737(+)
CDS_0019

CDS_0018 CDS_0020

MGV-GENOME-0292946 9587:23737(+)
CDS_0015 CDS_0017 _protease (CDS_0018)
MGV-GENOME-0287292 8543:21960(+)
CDS_0023

CDS_0017 CDS_0018 CDS_0019 CDS_0020 T CDS_0025

MGV-GENOME-0300339 8994:28297(+)
CDS_0017 CDS_0018 CDS_0019 CDS_0020
IMGVR_UViG_3300045988_027722|3300045988|Ga0495776_015669 9003:29077(+)
17 18 19 20 21 22 25
IMGVR_UViG_3300045988_024466|3300045988|Ga0495776_132604 9037:28790(+)
17 18 19 20 21

IMGVR_UViG_3300045988_034193|3300045988|Ga0495776_132267 9037:28776(+)

CDS_0018 endolysin (CDS_0020)
CDS_0017  CDS_001%9

OB ) )y DEEBED{ O H{ -D{)

MGV-GENOME-0283391 9103:26450(+)

CDS_0018 amidase (CDS_0020)
CDS.0017  €DS_0019

OB ) ) DEBED{ O 1 H D

uvig 198455 9103:26450(+)

endolysin (CDS_0019)
CDS_0017 CDS_OOlg CDS_0023

COPEA ) 0 BEE-—OHDD— DD

IMGVR_UViG_3300000287_000005|3300000287|EM272_1000399 9050:26515(+)

CDS_0020
CDS_0018 CDS_0019 amidase (CDS_0021)

PN ) 0 ) DB -D{ DD

uvig 431883 10098:29118(+)

endolysin (CDS_0020)

CDS_0018 CDS 0019 CDS_0023

uvig 184314 9503:27682(+)
CDS_0018

CDS_0017 CDS_0019

OTU_1553 9054:27310(+)
CDS_0019
CDS_0018 CDS 0020 CDS 0023 CDS_0027
uvig 63594 9508:25677(+)
CDS 0018
CDS_0017 ~ | cDS.0019 CDS_0024

DA ) - OB PO

uvig 247553 8531:26641(+)

CDS_0018
CDS.0017 | CDS 0019
MGV-GENOME-0276382 8531:25578(+)
CDS_0018
CDS_0016 CDS_ 0017 CDS 0019
IMGVR _UViG_3300045988 038616|3300045988|Ga0495776_187640 8312:26555(+)
CDS_0019
CDS_0017 CDS_0018 CDS_0020
MGV-GENOME-0282760 9144:27017(+)
CDS 0019

CDS_0017 CDS_0018 CDS_0020

DA ) ) D DU/

MGV-GENOME-0284385 8686:26924(+)

CDS_0019
CDS_0016 CDS.0018 | CDS 0020
uvig_140669 8858:25652(+)
CDS_0018
CDS.0017 | CDS 0019
uvig 312827 8988:25727(+)
CDS_0018
CDS.0017 | CDS 0019
MGV-GENOME-0279921 8854:25644(+)
CDS 0018
CDS_0017 CDS 0019
IMGVR _UViG_3300045988_038263|3300045988|Ga0495776_007997 8988:24469(+)
CDS 0018

CDS_0017 CDS_0019

OB ) — DEED-DUDU—TD

MGV-GENOME-0272269 8988:24469(+)

CDS 0018 CDS 0020
CDS.0017  |CDS_0019

CODEA ) )y ) EHEEE-POL (DD

IMGVR_UViG_3300030320_000014|3300030320|Ga0244994_ 101011 8990:26418(+)

CDS_0018
CDS_0017 CDS_0019
IMGVR_UViG_3300029483_000019|3300029483|Ga0244102_100658 9144:26985(+)
17 18 19 20 21

OB ) 0 0 I B e VB G e I, Ve N

IMGVR_UViG_3300045988_033549|3300045988|Ga0495776_019482 9143:28205(+)

CDS_0018
CDS_0017 CDS_0019
uvig 329710 8990:25840(+)
17 18 19 20 21
MGV-GENOME-0296262 8989:28734(+)
CDS_0019

CDS_0017 CDS 0018 | CDS 0020

DA ) ) YOEE-ODOUT—D

uvig 252231 8574:24631(+)

CDS_0019
tail length tape measure protein (CDS_0014) CDS.0018 | CDS 0020
uvig_309709 8806:25562(+)
CDS_0018
CDS.0017 | CDS_0019 CDS_0024
IMGVR_UViG_3300045988_037329|3300045988|Ga0495776_135816 8985:25034(+)
CDS_0018
CDS.0017 | CDS.0019
IMGVR_UViG_3300045988_015146|3300045988|Ga0495776_012719 8990:22024(+)
CDS_0018
CDS 0017 | CDS 0019
IMGVR_UViG_3300045988_025918|3300045988|Ga0495776_019717 8629:22482(+)
CDS_0019

CDS_0018 CDS_0020

DA ) — DD

IMGVR_UViG_3300045988_024714|3300045988|Ga0495776_012720 8533:22143(+)

endolysin (CDS_0021)
CDS_0019 CDS_0020

OB ! 0 HEEDE-{ OBDD—/—1 5D

MGV-GENOME-0294553 10167:27567(+)
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