DNA polymerase exonuclease subunit (CDS_0047)

CDS_0040 CDS_0043
CDS_0038 AAA ATPase domain (CDS_0041) CDS_0044 CDS_0046
CDS_0037 |[CDS_0039 CDS_0042 CDS_0045]

CDS_0049 CDS_0051

CDS_0048 CDS_0050

|
i

MGV-GENOME-0287986 30715:38245(+)
cysH_IV-B_1(CDS_0039) CDS_0040 CDS_0044 HNH endonuclease (CDS_0047)

uvig 434259 29950:37946(+)
CDS_0012 CDS_0015 CDS_0018 CDS_0019 CDS_0024

MGV-GENOME-4379069 9026:17582(+)

phosphoadenosine phosphosulfate reductase (CDS_0027)

MGV-GENOME-0211246 16876:24501(+)
CDS_0037 CDS_0041

uvig_231782 33008:41186(+)
CDS_0041 CDS_0046 CDS_0047

uvig 569175 34777:42294(+)

HNH endonuclease (CDS_0012)
CDS_0015 CDS_0019

i{

SRS103987_al ct12454 vs1 7853:16424(+)

HNH endonuclease (CDS_0048)
CDS_0041 CDS_0043 CDS_0044 CDS_0050

IMGVR_UViG_3300045988 031816|3300045988|Ga0495776_014574 31005:39328(+)
CDS_0037 DNA topoisomerase (CDS_0041) CDS_0043

IMGVR_UViG_3300000287_000005|3300000287|EM272_1000399 28595:38399(+)
CDS_0043

IMGVR_UViG_3300045988_023303|3300045988|Ga0495776_014446 30955:38949(+)
CDS_0034

uvig 42654 19290:27013(+)
CDS_0038 CDS_0039

MGV-GENOME-0288211 29559:38409(+)
CDS_0037

IMGVR_UViG_3300023721_000006|3300023721|Ga0257062_100543 29232:37799(+)
CDS_0030 CDS_0036

uvig 541703 28494:37720(+)
CDsS_0039

uvig 297687 29811:39262(+)
CDS_0037

MGV-GENOME-0288089 29238:38369(+)
CDsS_0039

MGV-GENOME-0302590 32449:41555(+)
CDS_0036

IMGVR_UViG_3300045988_038616|3300045988|Ga0495776_187640 28335:36766(+)
CDS_0039

IMGVR_UViG_3300045988_021975|3300045988|Ga0495776_012718 29234:38245(+)
CDS_0040

MGV-GENOME-0297347 31636:40483(+)
CDS_0039

uvig_566668 30498:38299(+)
CDS_0034 CDS_0036

IMGVR_UViG_3300045988_012699|3300045988|Ga0495776_070697 25958:35190(+)
CDS_0037

IMGVR_UViG_3300045988_021603|3300045988|Ga0495776_012688 29152:38616(+)
CDS_0042

IMGVR_UViG_3300029554_000022|3300029554/Ga0245041_100408 31660:39838(+)
CDS_0038 CDS_0044

IMGVR_UViG_3300045988_005506|3300045988|Ga0495776_012691 29714:38335(+)
CDS_0032 CDS_0033 CDS_0037 CDS_0039

MGV-GENOME-0287531 27186:38261(+)
CDS_0023 CDsS_0028 CDS_0030

MGV-GENOME-0239327 18746:28868(+)
exonuclease (CDS_0016) CDS_0022

MGV-GENOME-0196920 9881:19112(+)

CDS_0014
exonuclease (CDS_0015) CDS_0021
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uvig 29672 9839:19858(+)
CDS_0023

uvig_248364 11548:20688(+)
CDS_0030 CDS_0035

uvig 242136 29570:38352(+)
CDS_0030 CDS_0035

IMGVR _UViG_3300045988_027722|3300045988|Ga0495776_015669 29570:37902(+)
CDS_0020 €DS_0025

Manrique_Person2_NODE_72_length_34338_cov_383.466383 16254:26599(+)
CDS_0038 CDS_0039

uvig 139342 28479:37671(+)
HNH endonuclease (CDS_0032) CDS_0036  CDS_0038 CDS_0040

SAMN11031368_a1_ct3801 29078:37386(+)

CDS_0041
CDS_0043 CDS_0045 CDS_0050 HNH endonuclease (CDS_0051)

IMGVR_UViG_3300045988_024522|3300045988|Ga0495776_134353 34138:43120(+)

DNA polymerase exonuclease subunit (CDS_0043)
CDS_0042 DNA topoisomerase (CDS_0044) CDS_0049
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uvig 42096 31450:38627(+)
CDS_0041

OTU_1419 31492:38255(+)
CDS_0042CDS_0043

MGV-GENOME-0288263 32341:38546|
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CDS_0039 CDS_0041 CDS_0042

IMGVR_UViG_3300045988_032250|3300045988|Ga0495776_097943 32486:40429(+)
CDS_0041 CDS_0042

MGV-GENOME-0297168 32486:40429(+)
cysH_IV-B_1 (CDS_0037) CDS_0039 CDS_0040

MGV-GENOME-0295218 32465:40514(+)
CDS_0042 CDS_0044

uvig_311598 33992:41703(+)
CDS_0048 CDS_0049

uvig 325229 35950:42205(+)

CDS_0044 CDS_0045

MGV-GENOME-0303157 34927:41862
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CDS_0044 CDS_0045
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CDS_0039 CDS_0040

IMGVR_UViG_3300045988_021660|3300045988|Ga0495776_002661 29614:36356(+)

CDS_0041
CDS 0040 [ CDS_0042

uvig 431883 33585:40142(+)
CDS_0038 CDS_0039

uvig_247553 29928:36673(+)
CDS_0038 CDS_0039

IMGVR_UViG_3300045988_023666|3300045988|Ga0495776_012767 32854:39084(+)

DNA polymerase exonuclease subunit (CDS_0041)
CDS_0040
CDS_0039 | CDS_0042
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#

IMGVR_UViG_3300045988_024734|3300045988|Ga0495776_002099 29400:37400(+)
CDS_0041 CDS_0043 CDS_0046

IMGVR_UViG_3300045988_029643|3300045988|Ga0495776_014040 31685:39296(+)

CDS_0043 Druantia_ll_DruM (CDS_0045)
I I
uvig 309709 31151:38768(+)
CDS_0041
CDS_0042

CDS.0040 | | CDS_0043

IMGVR_UViG_3300045988_029038|3300045988|Ga0495776_015941 33296:39964(+)

DEDDh_L_II_I_IV_V_VI_1(CDS_0041)
CDS_0040
CDS_0039 | CDS_0042

|
-

IMGVR_UViG_3300045988_037355|3300045988|Ga0495776_020503 30056:38945(+)
CDS_0038 CDS_0040 CDS_0041

|
»

MGV-GENOME-0289788 30976:38285(+)
CDS_0038 CDS_0040 CDS_0041

MGV-GENOME-0287292 29190:37954(+)
CDS_0041 CDS_0042

MGV-GENOME-0295371 26743:33960

+)

HNH endonuclease (CDS_0041)

uvig 198455 30792:37434(+)
CDS_0027

MGV-GENOME-0187470 13252:20148(+)
CDS_0042

MGV-GENOME-0261781 26773:33077!

+)

CDS_0042 CDS_0043

IMGVR_UViG_3300045988_035721|3300045988|Ga0495776_112573 30981:37261(+)
CDS_0038 CDS_0039

IMGVR_UViG_3300014709_000002|3300014709|Ga0134424_100105 30892:37673(+)
CDS_0040

IMGVR_UViG_3300029881_000020|3300029881|Ga0245307_1000867 30452:36774(+)

CDS_0041

IMGVR_UViG_3300045988_015264[3300045988|Ga0495776_132593 32559:39086(+)
CDS_0043 CDS_0045 DNA topoisomerase (CDS_0046)

IMGVR_UViG_3300045988_032438|3300045988|Ga0495776_135939 29667:37547(+)

CDS_0043
CDsS_0041
CDS_0040 | CDS_0044

IMGVR_UViG_3300045988_026152|3300045988|Ga0495776_014441 31594:39290(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0040)
CDS_0039
CDS_ 0038 | CDS_0041

E%

IMGVR_UViG_3300030439_000007|3300030439|Ga0238497_10004 29274:37679(+)
CDS_0035 CDS_0039 CDS 0040
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CDS_0039 CDS_0040

MGV-GENOME-0287247 28923:38333(+)
CDS_0038 HNH endonuclease (CDS_0042) CDS_0043

IMGVR_UViG_3300045988_033549(3300045988|Ga0495776_019482 30411:37418(+)
CDS_0035 CDS_0039 DNA topoisomerase (CDS_0040)

MGV-GENOME-0287677 31114:38473(+)

DNA topoisomerase (CDS_0045)
CDS_0043 CDS_0046

IMGVR_UViG_3300045988 030841|3300045988|Ga0495776_015961 31401:40898(+)
HNH endonuclease (CDS_0046)

MGV-GENOME-0295659 33624:41102(+)
CDS_0042

IMGVR_UViG_3300045988_040290|3300045988|Ga0495776_056041 30804:37593(+)

DEDDh_I_II_IIIV_V_VI_1 (CDS_0042)

CDS_0036 CDS 0041 CDS_0045
EODD{ o —{ Oy {0
MGV-GENOME-0284430 29965:38819(+)

DEDDh_I_I1_II_IV_V_VI_1(CDS_0042)
HNH endonuclease (CDS_0041)
ED0D{ o o —{ O oD
SRS014235_al_ct26892 vs1 29706:38124(+)
DEDDh_I_II_III_IV_V_VI_1 (CDS_0044)
CDS_0043
CDS.0042 | | CDS_0045
e I I s S N, T N N, WA W N N
MGV-GENOME-0292196 31571:39475(+)
DEDDh_III_III_IV_V_VI_1(CDS_0044)
CDS_0043

CDS 0042 | | CDS 0045

uvig_589736 31571:39475(+)
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