HP-NAP (VF0052) (CDS_0056)
KatA (VF0454) (CDS_0028) 49 62
endolysin (CDS_0025) 36 42 46 48 51 53 55 63 65
23 24 ] 2627 29 30 31 32 33 34 35 [3738 39 40 41 143 44 45[47]5052]54] | 57 58 59 6061| | 64] 66

?

—] -
uvig 305949 17159:52225(+)

HP-NAP (VF0052) (CDS_0051)

45
KatA (VF0454) (CDS_0027) 35 41 4648 50
28 29 30 31 32 33 34 [3637 38 39 40 T42 43 44| 47497 | 52 53 54 55
E-HEPE{D - EC 1 HO—E-{ (- - ) D- @GO -CI@ECdddad
uvig_197378 17158:50649(+)
KatA (VF0454) (CDS_0028) 36 42 46

29 30 31 32 33 34 35 [3738 39 40 41 143 44 45[47 48 49

i

-_—
uvig_301406 17159:47689(+)

KatA (VF0454) (CDS_0027) 35 41 45
28 29 30 31 32 33 34 [3637 38 39 40 [42 43 44] 46

;

—
uvig 339356 17158:45362(+)

KatA (VF0454) (CDS_0027) CDS_0029
CDS_002

%

IMGVR_UViG_3300029844_000288|3300029844|Ga0245276_1000285/18069-79330 17158:27292(+)

CDS_0027

IMGVR_UViG_3300045988_158720|3300045988|Ga0495776_056421 17158:23629(+)

KatA (VF0454) (CDS 0027)  CDS 0029
CDS_0028

IMGVR_UWG_3300007298_000006|3300007298 |Ga0104838.100216 17158:26211(+)

replication initiation protein (CDS_0035)
HP-NAP (VF0052) (CDS_0046)
exonuclease (CDS_0033) 41
KatA (VF0454) (CDS_0027) 29 31 38 40 43 45
28 [30] 32 ng 36 37 397 ]42]44] | 47 48 49 50

8-
Rl

-—
IMGVR_UViG_3300029089_000197|3300029089|Ga0169191_100101(2-75237 17137:39896(+)

HP-NAP (VF0052) (CDS_0038)
33
27 30 32| 35 37
128 29 [311[34[36] | 39 40 41 42

!

|MGVR?UVinSSOOO459887140041|33000459?8\6304957767155941 17158:32250(+)

replication initiation protein (CDS_0033)
HP-NAP (VF0052) (CDS_0045)

exonuclease (CDS_0031) 38
KatA (VF0454) (CDS_0027) 37 40 42 44
28 2930 | 32 | 34 3536[3941[43] | 46 47 48 49

i+

|MGVR?UWGJSOOOOéSéB?OOOZ13I3300006568\GaO 100215_100281 17158:38605-(4-)

replication initiation protein (CDS_0032)
HP-NAP (VF0052) (CDS_0044)
37
exonuclease (CDS_0030) 36 39 41 43
272829 [ 31 | 33 3435[3g40[42] | 45 46 47 48

’%

MGV-GENOME 0344067 17158:35725(+)

replication initiation protein (CDS_0031)
HP-NAP (VF0052) (CDS_0043)
36
exonuclease (CDS_0029) 3538 40 42
21 26 2728 |30 | 32 3334[3739[41] | 44 45 46 47

!‘H

MGV*GENOM?O343987 16412:35637(+)
replication initiation protein (CDS_0040)

HNH endonuclease (CDS_0030) HP-NAP (VF0052) (CDS_0052)
exonuclease (CDS_0038) 45
KatA (VF0454) (CDS_0027) 31 36 44 47 49 51
28 29 | [3233 3435]37 |39 | 414243[4¢48[50] | 53 54 55 56
00D AR D) —DEED-HEDDDINEIE - I

IMGVR_UViG_3300008512_000161|3300008512|Ga0115181_100033(95734-172884 17158:43069(+)

replication initiation protein (CDS_0045)

exonuclease (CDS_0043) HP-NAP (VF0052) (CDS_0057)
cysH_IV-B_1(CDS_0039) 50
41 49 52 54 56
40] 42 | 44 | 46 4748]5153[55] | 58 59 60 61

4i

— -
IMGVR_UViG_3300007664_000007|3300007664|Ga0105542_1000206 28784:44647(+)

HP-NAP (VF0052) (CDS_0037)

30

29 32 34 36
2728]31/33[35] | 38 39 40 41

!

-_— -—
SRS018817_a1_ct22781_vsO1 17158:30613(+)

HP-NAP (VF0052) (CDS_0037)
32
29 31 34 36
KatA (VF0454) (CDS_0027) 28 [30[|33[35[ | 38 39 40 41

i

— -
MGV-GENOME-0375622 17158:32907(+)

VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CDS_0034)
HP-NAP (VF0052) (CDS_0044)

37
KatA (VF0454) (CDS_0027) 3639 41 43
28 29 30 31 32 33 [35]'3g40[42] | 45 46 47 48
0D KO- TOPHEDD - CIECKIAE

vig 263989 17161:41165(+)
HP-NAP (VF0052) (CDS_0039)

KatA (VF0454) (CDS_0027) 32 34 36 38
28 29 30 31 [3335[37] | 40 41 42 43
00D - KO ED-CI I EKAEd

—
uvig 107693 17158:37690(+)

replication initiation protein (CDS_0039)
HNH endonuclease (CDS_0042)
exonuclease (CDS_0037) HP-NAP (VF0052) (CDS_0049)
KatA (VF0454) (CDS_0027) 30 35 4446 48
28 29 [3132 3334] 36 ng ‘ 4041 | 43745[47] | 50 51 52 53

;+

IMGVR_UViG_3300029872_000357|3300029872|Ga0245317_100181[18060-95399 17158:42190(+)
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