TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (CDS_0072)
DNA binding proteln (CDS._ 6070) PD-T7-2_PD-T7-2_A (CDS_0075)
" Copper exporter (VF0849) (CDS_0073) Copper exporter (VF0849) (CDS_0077)

HitABC (VF0268) (CDS_0068) DNA invertase (CDS_0076)
63 64 6566 67 69 71 PD-T7-2_PD-T7-2_B (CDS_0074)] | 78
g 0 g By g S G S

TemPhD_cluster 45511 59361:77613(+)

TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (CDS_0067)
DNA binding protein (CDS_0065)
HitABC (VF0268) (CDS_0063) ‘
58 59 6061 62 64 66 Copper exporter (VF0849) (CDS_0068)

%
4{

TemPhD_cluster 34395 52459: 71245( )

TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (CDS_0058)
DarB-like antirestriction (CDS_0046)
Retron_VI_HTH (CDS_0044) DNA binding protein (CDS_0056)
SoFic_SoFic (CDS_0042) HitABC (VF0268) (CDS_0054)
43|45 | 47 49 50 5152 53 57 Copper exporter (VF0849) (CDS_0059)

I#_I
:
)
4

TemPhD_cluster_55036 38074:61233(+)
TIGRFAMSs: mercury(ll) reductase (TIGR02053.1) (CDS_0050)

Copper exporter (VF0849) (CDS_0055)
52
49 51 [53 54 56 57
DEdbl D@ D-CiR- BT & IiC - @ DED

TemPhD_cluster_39131 38233:59085(+)

RNA-binding proteln (CDS_0054)
unknown function (CDS _0053)
MazEF_MazE (CDS_0050)
MazEF_MazF (CDS_0049)

DarB-like antirestriction (CDS_0046) 47 48 ‘ TSZ ‘ 55 56 57 58 59 6061

‘ N
ey

|

1
I
4‘
| N
I

TemPhD_cluster_55026 37683:66302(+)

10000 nt 1

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function Defence Virulence AMR
I I I



