CDS_0006 CDS_0008
CDS_0001 CDS_0002 CDS_0003 CDS_0004 CDS_0005 "] cDs_0007 CDS_0009

IMGVR_UViG_3300045988_016938|3300045988|Ga0495776_038731 1:7251(+)

terminase large subunit (CDS_0001)
CDS_0002 CDS_0006 CDS_0009 CDS_0010

MGV-GENOME-4405206 1:7890(+)
CDS_0001 CDsS_0003

MGV-GENOME-0213792 1:7818(+)
CDS_0003

MGV-GENOME-0195569 1:7771(+)
CDS_0003

SAMN10290208_a1_ct1309 1:7612(+)

CDS_0003 CDS_0005 CDS_0010

uvig_192377 1:8477(+)

CDS_0044
CDS_0046
DS_0045 CDS_0003 CDS_0005
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IMGVR_UViG_3300045988_034311|3300045988|Ga0495776_011354 27494:8259(+)
CDS_0005

& __________________________________ ]}
uvig 494715 1:8372(+)
RusA-like Holliday junction resolvase (CDS_0044)

€DS_0045

| | CDs_0046 CDS_0003

MGV-GENOME-0221927 30107:7601(+)
CDS_0005

\MGVR UViG_3300045988_004057|3300045988|Ga0495776_010846 30313:8482(+)
CDS_0005

MG\/ GENOME-0219603 30869:8698(+)

CDS_0005

IMGVR_UViG_3300045988_007096|3300045988|Ga0495776_160128 1:8821(+)

CDS_0005

\MGVR UViG_3300045988_005514|3300045988|Ga0495776_010859 30443:8486(+)

CDS_0005
- Y
MGV-GENOME-0169497 1:8485(+)

€DS_0005

SAMEA2737715_al_ct26383 1:8319(+)
CDS_0048 CDS_0005
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MG\/ GENOME-0210166 29173:8346(+)
CDS_0004

IMGVR_UViG_3300045988_083459(3300045988|Ga0495776_035563 1:8344(+)

CDS_0005

MGV-GENOME-0211440 1:8500(+)
tail fiber protein (CDS_0005)

MGV-GENOME-0212963 1:8877(+)
CDS_0004

IMGVR_UViG_3300045988_093422[3300045988|Ga0495776_035392 1:8534(+)

CDS_0005
[ cps_ o006

uvig 113279 1:8720(+)

tail fiber protein (CDS_0006)
CDS 0005 |

uvig 542781 1:8704(+)
CDS_0005

OTU_3830 30594:8566(+)
CDS_0005

IMGVR UViG_3300045988_004190|3300045988|Ga0495776_010144 30170:8669(+)

CDS_0005

tail fiber protein (CDS_0006)
CDS_000.

MGV-GENOME-0217467 30574:8705(+)
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MGV-GENOME-0218661 30789:8898(+)
CDS_0005

uvig_447521 30789:8641(+)
CDS_0005 CDS_0006

MGV-GENOME-0219789 30982:8630(+)
CDS_0005

uvig 491779_ 26646:8649(+)
DNA polymerase (CDS_0004)

OTU_3805 30828:8626(+)
CDS_0004

IMGVR UViG_3300045988_004677|3300045988|Ga0495776_010141 30130:8639(+)

CDS_0005

IMGVR_UViG_3300045988_003876/3300045988|Ga0495776_010014 29576:8657(+)

tail fiber protein (CDS_0005)
| cps_0006

MGV GENOME-0214710 30070:8782(+)

tail fiber protein (CDS_0005)
| cDs_0006
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CDS_0004

MGV-GENOME-0209911 29131:8462(+)

CDS_0004

IMGVR UViG_3300045988_114868|3300045988|Ga0495776_010018 29544:8364(+)

CDS_0004
1 . 1 — E—
uvwg_403663 28998:8418(+)
CDsS_0005

MGV-GENOME-0201837 27694: 8459(+)
CDS_0005

uvwg_177181 27707:8472(+)
CDS_0005

IMGVR UViG_3300045988_005554|3300045988|Ga0495776_010043 29816:8647(+)
tail fiber protein (CDS_0005)

MGV GENOME 0212645 29511:8811(+)
CDS_0004

IMGVR_UViG_3300029348_000012[3300029348|Ga0243800_101046 1:8587(+)

CDS_0005

IMGVR_UViG_3300045988_004050|3300045988|Ga0495776_052734 1:8580(+)
CDS_0003 CDS_0005

IMGVR_UViG_3300029423_000018|3300029423|Ga0243802_101131 1:8711(+)

CDS_0005

IMGVR_UViG_3300045988_003368|3300045988|Ga0495776_075586 1:8594(+)
CDS_0003 CDS_0005

SAMNO5414931 al ct47422 vs1 1:7588(+)

CDS_0005

MGV-GENOME-0204559 1:8580(+)
CDS_0003 CDS_0004

uvig_183629 1:7057(+

CDS_0003

uvig 16587 1:6527(+)

CDS_0003

IMGVR_UViG_3300045988_091629[3300045988|Ga0495776_091318 1:7074(+)
CDS_0003 CDS_0004

IMGVR_UViG_3300045988_004712|3300045988|Ga0495776_075218 1:8724(+)
CDS_0002

MGV-GENOME-0198537 1:4972(+)

CDS_0003
TCDS_OOO4 CDS_0005 tail fiber protein (CDS_0006)

L | N A S
MGV-GENOME-0217758 1:8697(+)
CDS_0001 CDS_0004

MGV-GENOME-0239070 1:7415(+)
CDS_0047 CDS_0003  CDS_0004 CDS_0005 CDS_0006

uwg_407681 29515:8483(+)
CDsS_0003

uvig - 409786 28492: 7588(+)
CDS_0005 CDS_0011

QOTU_3836 30543:9091(+)
CDS_0004

MGV-GENOME-0212922 29740 9036(+)
CDS_0008 CDS_0012 CDS_0013
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MGV-GENOME-0218064 1:11715(+)
CDS_0003

uvig_528841 1:8689(+

CDS_0003

OTU_3819 1:8703(+)
CDS_0003

MGV-GENOME-0226048 1:8653(+)
CDS_0003

MGV-GENOME-0194959 1:8700(+)
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MG\/ GENOME-0209337 29024:9082(+)
CDS_0049 CDS_0003
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IMGVR_UViG_3300045988_004047|3300045988|Ga0495776_010049 29528:7714(+)
CDS_0003

MGV-GENOME-0214066 29764:7819(+)

CDS_0003
| cDs_0004
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uvig 431855 30671:7897(+)
CDS_0003

MGV-GENOME-0215072 29965:7761(+)
CDS_0003

MGV-GENOME-0220121 30866:8706(+)
CDS_0003

MGV-GENOME-0198396 26971:8645(+)
CDS_0047CDS_0048 CDS_0049 CDsS_0003

\MGVR UViG_3300045988 024626|3300045988\GaO495776 010045 28083:7695(+)
CDS_0047 CDS_0003
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uvig 223850 28280:7696(+)

CDS_0003
e — - - | e
MG\/ GENOME-0217694 28771: 7698( )
ParB-like partition nuclease (CDS_0048)
DNA methyltransferase (CDS_0047) CDS_0003

I
uvwg 435035 29503:7696(+)
CDS_0042

MGV-GENOME-0167931 20062:22906(-)
CDS_0001

GV-GENOME-0163496 2:2903(+)
CDS_0004

<

uvig_111054 822:5585(+)
CDS_0002 CDS_0003 CDS_0005

IMGVR_UViG_3300045988_142506|3300045988|Ga0495776_076979 1:8240(+)
CDS_0001

I 1 |
MGV-GENOME-0174988 3:4708(+)
CDS_0002 CDS_0003 CDS_0006

IMGVR_UViG_3300014743_000006|3300014743|Ga0134401_100240 1:8548(+)
CDS_0003
| cDs_0004
MGV-GENOME-0200494 1:6797(+)
CDS_0001 CDS_0004 CDS_ 0005 CDS 0010

SAMN11893715_a1_ct819 1:8822(+)
CDS_0004

IMGVR_UViG_3300045988_041424[3300045988|Ga0495776_031467 1:8495(+)

CDS_0004

MGV-GENOME-0191870 1:8631(+)
CDS_0003

OTU_4457 1:8452(+)
CDS_0003 CDS_0005

IMGVR_UViG_3300045988_061029|3300045988|Ga0495776_031426 1:8601(+)

CDS_0005 CDS_0010

MGV-GENOME-0211131 1:8885(+)

CDS_0047
CDS_0048

‘ T CDS_0050

CDS_0049 CDS_0002

MGV-GENOME-0210121 28038:7212(+)
CDS_0003
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CDS_0004

MGV-GENOME-0212470 28739:8522(+)
CDS_0003 CDS_0005

MGV-GENOME-0210945 28608:9468(+)
CDS_0003 CDS_0005

MGV-GENOME-0216503 29460:9440(+)
CDS_0004 CDS_0006

IMGVR_UViG_3300023504_000027|3300023504]|Ga0257038_101086 28938:8582(+)
CDS_0004

Ly_CA81_ion_torrent_NODE_12_length_30593_cov_315.509300 27950:8495(+)
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MGV-GENOME-0216605 29332:9400(+)

CDS_0048 CDS_0003
e E— e —— . —————————— e | ———————
MGV-GENOME-0213179 27566: 8532( )
ParB-like partition nuclease (CDS_0049) CDS_0004 CDS_0008
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OTU_3753 28629:8967(+)
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