
IMGVR_UViG_3300045988_014660|3300045988|Ga0495776_043950 16704:25983(+)

CDS_0020

CDS_0021

CDS_0022
CDS_0023

CDS_0024
CDS_0025

CDS_0026
CDS_0027

CDS_0028

transcriptional repressor (CDS_0029)
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MGV-GENOME-0254670 16702:24226(+)
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IMGVR_UViG_3300029374_000006|3300029374|Ga0243945_1000520 16704:31778(+)

26 27 28
integrase (CDS_0029)

30 31
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30 31 38

MGV-GENOME-4414063 16836:25344(+)

CDS_0026
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IMGVR_UViG_3300029852_000019|3300029852|Ga0245291_100709 18158:25288(+)
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DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis other transcription regulation unknown function Defence AMR


