CDS_0035

CDS_0033 CDS_0037 CDS_0040 CDS_0043
CDS_0034 CDS_0036 CDS_0038 CDS_0039

CDS_0041 CDS_0042| DNA helicase (CDS_0044) exonuclease (CDS_0045)

K |

O A KK K KK

SRR5495000_NODE_1_length_59831_cov_35.991937 33011:42891(+)

CDS_0037 CDS_0039 CDS_0040
O K [} KKK
IMGVR_UViG_3300029337_000012|3300029337|Ga0243320_1000498 33008:41455(+)
CDS_0039
CDS_0040 homing endonuclease (CDS_0045)
X K K K K KKK K K |
MGV-GENOME-4428397 31500:42762(+)
CDS_0041
CK I ¢ K K KKK K |
IMGVR_UViG_3300045988_118427|3300045988|Ga0495776_016739 33854:43523(+)
CDS_0041
CK KX |- KKK ( |
OTU_743 34296:43965(+)
CDS_0041
¢ I K K K KX K K
OTU_952 33510:44855(+)
CDS_0038
X O KK KKK ( |
SAMN11031336_al ct4917 30946:40520(+)
CDS_0041
CK K ( [C KT KK (
IMGVR _UViG_3300019477_000080|3300019477|Ga0197716_100020 31377:40923(+)
CDS_0042
-t K KK KK ( |
IMGVR_UViG_7000000301_000003|7000000301|SRS016092 WUGC _scaffold_1111 32396:41889(+)
CDS_0040
(s (I ¢ [CTHETK K KX K |
SRS057244 al ct16334 vs1 32393:42012(+)
CDS_0040CDS_0041
CK KK KK KKK ( |
IMGVR_UViG_3300008276_000004|3300008276|Ga0114259 1000046 33865:43768(+)
CDS_0040
X KX [T KKK K K
MGV-GENOME-0330639 31500:42737(+)
CDS_0040 CDS_0045
Y KK [ HHCOIEK K
SRS018145_al_ct16874 vsO1 33269:41973(+)
exonuclease (CDS_0041)
CDS_0042 CDS_0046 CDS_0049 CDS_0051
¢ K KX KT KKK KX |
IMGVR _UViG_3300011925 _000001|3300011925|Ga011978% 100055 35293:45403(+)
CDS_0045
¢ K KX KT KKK ( |
IMGVR_UViG_3300008541_000011|3300008541|Ga0111054_100136 36345:46306(+)
CDS_0045
¢ K KK KK KK ( |
IMGVR _UViG_3300009363 000009|3300009363|Ga0115223 1000122 35513:45449(+)
CDS_0044
X K KX K KK |

IMGVR_UViG_7000000230_000019|7000000230|SRS015574 WUGC _scaffold 29516 35227:44561(+)

f 4000 nt i

DNA, RNA and nucleotide metabolism unknown function



